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Background:Aging is a complex andmultifactorial biological process that leads to the progressive deterioration of
physiological systems, including the circadian system. In addition, oxidative stress has been associated with the
aging of the normal brain and the development of late-onset neurodegenerative diseases. Even though, function-
al weakening of circadian rhythms and antioxidant function has been observed during aging, themechanisms by
which the circadian system signaling and oxidative stress are interrelated have not yet been elucidated. The ob-
jectives of this studywere to evaluate the consequences of aging on the temporal organization of the antioxidant
defense system and oxidative status as well as to analyze the endogenous clock activity, in the hippocampus of
aged rats.
Methods: Young adults (3-month-old) or older (22-month-old)male Holtzman rats weremaintained under con-
stant darkness conditions, during 15 days before the sacrifice. Levels of catalase (CAT) and glutathioneperoxidase
(GPx)mRNA and activity, reduced glutathione (GSH), lipoperoxidation (LPO) and BMAL1 proteinwere analyzed
in hippocampus samples isolated every 4 h during a 24-hperiod. Locomotor activitywas recorded during 20 days
before the experiment.
Results: Our results show that aging modifies temporal patterns of CAT and GPx expression and activity in the
hippocampus in a different way. On the one hand, it abolishes the oscillating CAT expression and specific enzy-
matic activity while, on the other, it increases themesor of circadian GPx activity rhythm (p b 0.01). Additionally,
we observed increased GSH (p b 0.05) and reduced LPO (p b 0.01) levels in the hippocampus of aged rats. More-
over, the nocturnal locomotor activity was reduced in the older animals in comparison to the young adult rats
(p b 0.01). Interestingly, the 22 month-old animals became arrhythmic and showed a marked fragmentation
as well as a significant decline in daily locomotor activity when they were maintained under constant darkness
conditions (p b 0.05). Aging also abolished circadian rhythms of the core clock BMAL1 protein.
Conclusion: The loss of temporal organization of the antioxidant enzymes activity, the oxidative status and the
cellular clockmachinery could result in a temporally altered antioxidant defense system in the aging brain. Learn-
ing about how aging affects the circadian system and the expression of genes involved in the antioxidant defense
system could contribute to the design of new strategies to improve the quality of life of older people and also to
promote a healthy aging.

© 2016 Elsevier Inc. All rights reserved.
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1. Introduction

Aging is a complex andmultifactorial biological process that leads to
the progressive deterioration of organisms. Normal aging is often asso-
ciated with cognitive decline, and the hippocampus is particularly vul-
nerable to it (Shankar, 2010).

Several studies over the years have associated the oxidative stress
with the aging of the normal brain and the development of late-onset
neurodegenerative diseases, such asAlzheimer and Parkinson's diseases
(Finkel andHolbrook, 2000; Balaban et al., 2005;Wang et al., 2010; Dias
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et al., 2013; Zhao and Zhao, 2013). Oxidative stress is generated by a
combination of increased production of free radicals and oxidant agents
with decreased antioxidant levels and dysregulation of the antioxidant
defense system (Wang et al., 2010; Gilca et al., 2011; Dias et al., 2013;
Zhao and Zhao, 2013). The main free radical is the superoxide anion,
which is converted to hydrogen peroxide by the superoxide dismutase
(SOD) enzyme. The hydrogen peroxide is then decomposed into oxygen
and water by catalase (CAT) and glutathione peroxidase (GPx) en-
zymes, which are part of the cellular antioxidant defense system
(Balaban et al., 2005). Furthermore, GPx also reduces lipid peroxides;
in both cases GPx activity depends on the levels of reduced glutathione
(GSH), since the reduction of hydrogen and lipid peroxides is coupled to
the oxidation of this compound. GSH is the most abundant endogenous
antioxidant in cells and besides its participation as substrate in enzy-
matic reactions, it exerts a powerful antioxidant effect by itself in the
elimination of free radicals; therefore, this metabolite is particularly im-
portant in the regulation of the cellular redox state and protection
against oxidative stress (Wu et al., 2004; Lu, 2009). Several studies
have demonstrated that the activity of antioxidant enzymes decreases
with the age in rat (Tsay et al., 2000; Cao et al., 2004; Rodrigues
Siqueira et al., 2005; Wang et al., 2010). Additionally, the intracellular
GSH concentration was also found to decrease with the age in the rat
brain (Suh et al., 2004; Suh et al., 2005). Given the brain is rich in poly-
unsaturated fatty acids, it is highly susceptible to lipid peroxidation
(LPO). It has been reported the levels of LPO increase with aging in sev-
eral organs, including the brain (Radak et al., 2011). Particularly, and as
mentioned before, GSH and GPx are especially important protecting
lipids against oxidative stress (Radak et al., 2011). Investigations re-
vealed an age-associated decrease in the activity of CAT, SOD and GPx
as well as the GSH level, along with an increase in the level of lipid per-
oxidation during aging and Alzheimer's disease in the brain (Haddadi
et al., 2014; Casado et al., 2008).

Previously, we and others have reported awell-orchestrated tempo-
ral expression and activity of the antioxidant defense system in different
tissues, such as liver and brain (Pablos et al., 1998; Baydas et al., 2002;
Fonzo et al., 2009; Ponce et al., 2012; Navigatore-Fonzo et al., 2014). It
has been demonstrated thatmost living organisms have a circadian sys-
tem that synchronizes internal events to the environmental time. In
mammals, the circadian system has a hierarchic architecture. It is con-
stituted by a master clock in the suprachiasmatic nucleus (SCN) of the
hypothalamus, which synchronizes several peripheral and subordinat-
ed clocks in the rest of the body, through a wide variety of mechanisms
(Mendoza and Challet, 2009; Albrecht, 2012; Bollinger and Schibler,
2014). Thus, the SCN regulates the circadian rhythmicity of peripheral
clocks by a direct way, through neural and humoral signals, as well as
through an indirect way, by controlling the daily activity/rest patterns
and, consequently, the body temperature and food cycle signalling
(Dibner et al., 2010; Buhr and Takahashi, 2013). The persistence of
rhythms when an individual is isolated from environmental cues, for
example light for mammals, and kept under constant darkness condi-
tions, is indicative of the endogenous clock control (Wollnik, 1989;
Golombek and Rosenstein, 2010). The molecular clock machinery com-
prises: 1- transcriptional-translational feedback loops that encompass
interconnected positive and negative mechanisms, 2- oscillating post-
translational modifications, and 3 -epigenetic changes. In the positive
loop of the mammalian cellular clock, the transcriptional activator pro-
tein, BMAL1 (from Brain and Muscle ARNT Like protein 1) dimerizes with
CLOCK (Circadian Locomoter Output Cycles Kaput protein) and binds to
E-box (CANNTG) promoter sequences to activate the transcription of
other clock and clock-controlled genes (Reppert and Weaver, 2002;
Buhr and Takahashi, 2013). Thus, the BMAL1:CLOCKheterodimer drives
the transcription of three clock Period (Per1, Per2, and Per3), two
Cryptochromes (Cry1 and Cry2) and other clock and clock-controlled
genes. As Per and Cry mRNAs are translated and proteins accumulate
in the cytoplasm, they form PER-CRY heterodimers, which, once phos-
phorylated, translocate into the nucleus to negatively interfere with
BMAL1:CLOCK-dependent transcription (Mendoza and Challet, 2009;
Reppert and Weaver, 2002; Buhr and Takahashi, 2013). It has been
shown in in vitro models, that the reduced forms of the redox NADH
and NADPH cofactors, strongly stimulates the binding of BMAL1:CLOCK
heterodimers to the E-box sites in the promoter of the target genes,
whereas the oxidized forms thereof (NAD+ and NADP+) inhibit it
(Rutter et al., 2001). These observations suggest the possibility that ox-
idative stress and cellular redox imbalance observed in the senescence
may have some effects on the activity of the circadian clock, and its tar-
get gene expression, probably, by modulating the binding activity of
BMAL1:CLOCK to the DNA. This might constitute the biochemical and
molecular basis and probably explain the altered temporal organization
of behavioral and physiological parameters in older individuals.

To date, at least in our knowledge, there is no report on the aging
consequences on circadian patterns of the antioxidant system in a pe-
ripheral clock such as the hippocampus. Taking into account above
background information, the objectives of this study were: 1) to evalu-
ate the consequences of aging on the temporal organization of the anti-
oxidant defense system and the oxidative status in the aged
hippocampus and 2) to analyze the endogenous clock activity in the
same brain area of aged rats.

2. Materials and methods

2.1. Animal model

Male Holtzman rats bred in our animal facilities (LABIR, National
University of San Luis, San Luis, Argentina), were weaned at 21-day
old and immediately assigned randomly to each group: young adults
(3-month-old, n = 24) or older rats (22-month-old, n = 24). Animals
weremaintained in a 21–23 °C controlled environment, with ad libitum
access to food and water and under a 12 h-light:12 h-dark (LD) cycle
(lights on at 07:00 a.m.). In order to analyze the endogenously-driven
circadian rhythms, each group of animals was maintained under con-
stant darkness (12 h-dark:12 h-dark, DD) condition during fifteen
days before the experiment. After the DD period, four rats from each
group were euthanized every 4 h during a 24-h period, at the circadian
times (CT): CT0, CT4, CT8, CT12, CT16 and CT20 (with CT0 at the begin-
ning of the subjective day). Ratswere killed under dim red light to avoid
acute effects of light. All experiments were repeated at least twice. They
were conducted in accordance with the National Institutes of Health
Guide for the Care and Use of Laboratory Animals (NIH Publications
No. 80–23) and the National University of San Luis Committee's Guide-
lines for the Care andUse of Experimental Animals (Protocol N° B-83/14
approved by Res. RD-2-1782/15).

2.2. Daily locomotor activity analysis

Locomotor activity of individually housed young adults and older
rats was recorded during 5 days in LD, followed by 15 days in DD,
using the ArChron® Data Acquisition System (Simonetta System, Na-
tional University of Quilmes, Buenos Aires, Argentina). Activity counts
were sampled and stored on a computer hard disk using time frames
of 5 min. Data from an ASCII files were graphed in double-plotted
actograms at modulo 24 h.

2.3. Hippocampus dissection

Hippocampus samples were isolated every 4 h starting at CT0, from
young adults and older rats groups. Hippocampi isolation was carried
out as described in Babu et al. (2011). Briefly, following animal decapi-
tation, the head was recovered and the skull was opened with sterile
scissors. Brain was carefully removed, quickly washed in ice-cold sterile
saline solution and put on an ice-chilled plate. Immediately, it was cut
along the longitudinal fissure to divide both hemispheres. The dien-
cephalon was removed with sterile microsurgical forceps and scissors
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and the exposed hippocampuswas resected from the neocortex, imme-
diately frozen under liquid nitrogen and stored under −80 °C.

2.4. Western blot

Protein extracts were prepared in 30 mM phosphate buffer, pH 7.4,
with 120 mM KCl, from hippocampi obtained from each group of rats
at the different CTs during a 24-h period. Aliquots containing 25 μg of
total protein were subjected to electrophoresis on a SDS-
polyacrylamide 15% gel. Resolved proteins were transferred to a PVDF
transfer membrane (Thermo Scientific, Waltham, MA) by
electroblotting. Briefly, membranes were blocked overnight at 4 °C in
a blocking solution with 3% non-fat dry milk dissolved in TBS (10 mM
Tris–HCl, pH 7.3, with 150 mM NaCl). The membranes were next incu-
bated overnight at 4 °C with either rabbit monoclonal anti-BMAL1
(1:10,000, EPR8355(2)-ab140646, Abcam, Cambridge,MA)or polyclon-
al anti-ACTIN (1:3,000, I-19 sc-1616-R, Santa Cruz Biotechnology, Santa
Cruz, CA) antibodies in TBS containing 0.05% Tween 20 (TBST). After in-
cubation with primary antibody, the membranes were washed four
times with TBST, before incubation with peroxidase-goat anti-rabbit
IgG (Invitrogen, Thermo Scientific, Waltham, MA) diluted 1:7,000 in
TBST for 2 h at room temperature. Afterwashing, antibody/protein com-
plexes on the membranes were detected using the Bio-Lumina detec-
tion system as directed by the manufacturer (Kalium Technologies,
Buenos Aires, Argentina). The membranes were then covered with a
plastic wrap and exposed to X-ray film (CL-X Posure™ Films, Thermo
Scientific, Waltham, MA). Film was developed manually using Kodak
GBX Developer and Fixer in a dark room. The mean of intensity of
each band was measured using the NIH ImageJ software (Image Pro-
cessing and Analysis in Java from http://rsb.info.nih.gov/ij/). BMAL1
protein levels were normalized against ACTIN (endogenous control).

2.5. mRNA isolation and RT-PCR

Total RNA was extracted from the hippocampus using the Trizol®

reagent (Life Technologies, Carlsbad, CA) as directed by the manufac-
turers. Agarose gel electrophoresis and GelRed staining (Biotium Inc.,
Hayward, CA) confirmed the integrity of the samples. Quantification of
total RNA was based on spectrophotometric analysis at 260 nm. Three
micrograms of total RNA were reverse-transcribed with 200 units of
M-MLV reverse transcriptase (Promega, Madison, WI) using random
primer hexamers (Biodynamics, Buenos Aires, Argentina) in a 25-μl re-
action mixture and following the manufacturer's instructions.

Transcript levels of CAT and GPx1 were determined by RT-PCR and
normalized to 28S as an endogenous control. Fragments coding for
those genes were amplified by PCR in a 25 μl reaction mixture contain-
ing 0.2 mM dNTPs, 2 mMMgCl2, 0.625 U of Taq polymerase (Productos
Biológicos, Buenos Aires, Argentina), 500 nM or 125 nM of CAT (IDT,
Coralville, CA) and GPx1 (Invitrogen, Thermo Scientific, Waltham, MA)
rat specific oligonucleotide primer, respectively, and RT-generated
cDNA (1/30 of RT reaction). The sequences of the specific primers are
shown in Table 1.

The samples were heated in a thermalcycler (MultiGene™ Gradient
PCR Thermal Cycler, Labnet, Edison, NJ). For CAT cDNA amplification,
samples were heated at 94 °C during 2 min followed by 27 cycles of:
(1) denaturation, 94 °C for 1min; (2) annealing, 59 °C for 1min; (3) ex-
tension, 72 °C for 1 min. After 28 reaction cycles, the extension reaction
was continued for another 5 min. In the case of GPx1, samples were
Table 1
Primer pairs used for RT-PCR.

Gene name GeneBank Accession N° Forward primer 5′-3′

CAT NM_012520 CGACCGAGGGATTCCAG
GPx1 NM_030826 CGGTTTCCCGTGCAATC
28S NR_046246 GTGAAAGCGGGCCTCAC
heated under the following conditions: 94 °C during 2 min, followed
by 32 cycles of: (1) denaturation, 94 °C for 1 min; (2) annealing, 61 °C
for 1min; (3) extension, 72 °C for 1min. After 32 reaction cycles, the ex-
tension reaction was continued for another 5 min. PCR products were
then electrophoresed on 2.5% (w/v) agarose gel with 0.004% (v/v)
GelRed. The amplified fragments were visualized under ultraviolet
(UV) transillumination and photographed using a Cannon PowerShot
A75 3.2 MP digital camera. The mean of gray value for each band was
measured using the NIH ImageJ software (Image Processing and Analy-
sis in Java from http://rsb.info.nih.gov/ij/) and the relative abundance of
each bandwas normalized according to the housekeeping 28S gene cal-
culated as the ratio of the mean of gray value of each product to that of
28S.

2.6. Tissue homogenates and enzyme activity assays

The hippocampi extracted from young adults and older rats at the
time points CT0, CT4, CT8, CT12, CT16 and CT20, were homogenized in
1/5 (w/v) dilution of 30 mM phosphate buffer, pH 7.4, with 120 mM
KCl, at 4 °C. Suspensions were centrifuged at 3,500 rpm for 10 min at
4 °C to remove nuclei and cell debris. The pelletswere discarded and su-
pernatants were used to determine antioxidant enzyme activities. CAT
activity was assayed spectrophotometrically according to Aebi (1984).
Briefly, decomposition of H2O2 was monitored at 240 nm, after the ad-
dition of hippocampus homogenate supernatant. Enzymatic activity
was expressed as International Units (IU)/mg of protein (1 IU decom-
poses 1 μmol H2O2/min at pH 7, at 25 °C). GPx total activity was mea-
sured following NADPH oxidation rate, according to Flohé and Günzler
(1984) and expressed as IU/mg of protein (1 IU oxidizes 1 μmol
NADPH/min at pH 7.7, at 30 °C).

2.7. GSH levels

GSH levels were determined in acid extracts of hippocampi isolated
from young adults and older rats at CT0, CT4, CT8, CT12, CT16 and CT20,
following Akerboom and Sies (1981). Briefly, GSH and the 5.5′-
dithiobis(2-nitrobenzoic acid) (DTNB) react to generate 2-nitro-5-
thiobenzoic acid (TNB), measurable at 412 nm. GSH values were
expressed as nmoles/mg of tissue.

2.8. Lipoperoxidation levels

The hippocampi extracted from young adults and older rats at the
time points: CT0, CT4, CT8, CT12, CT16 and CT20, were homogenized
in 1/10 (w/v) dilution in 30 mM phosphate buffer, pH 7.4, with
120 mM KCl, at 4 °C. Suspensions were centrifuged at 3,500 rpm for
10 min at 4 °C to remove nuclei and cell debris. The pellets were
discarded and supernatants were used to determine the thiobarbituric
acid reactive substances (TBARS). Lipid peroxidation was quantified
spectrophotometrically by determiningMDA levels as TBARS according
to Draper and Hadley (1990).

2.9. Statistical analysis

Time point data were expressed as means ± standard errors of the
mean (SEM) and pertinent curves were drawn. Time series were com-
puted first by one-way ANOVA followed by Tukey's post-hoc test for
specific comparisons; a p b 0.05 was considered to be significant.
Reverse primer 5′-3′ Fragment size

ATG ATCCGGGTCTTCCTGTGCAA 175 bp
AGTT ACACCGGGGACCAAATGATG 245 bp
GATCC GTACTGAGCAGGATTACCATGGC 284 pb

http://rsb.info.nih.gov/ij/
http://rsb.info.nih.gov/ij/


Fig. 1. Circadian rhythms of CAT mRNA expression and enzymatic activity in the
hippocampus of young adults and older rat. (A) Cosine fitting curves represent
normalized CAT mRNA levels. Each point represents the mean ± SEM of three
hippocampus samples at each given CT. B) Representative patterns of PCR products at
different CTs in a 24-h cycle. (C) Cosine fitting curves represent CAT enzymatic activity
versus CT. Each point represents the mean ± SEM of four hippocampus samples at each
given CT. Horizontal bars represent the distribution of dark-dark (DD) phases of a 24-h
period (CT0-CT24). Statistical analysis was performed using one-way ANOVA followed
by Tukey test with *p b 0.05 and **p b 0.01 when indicated means were compared to
the corresponding maximal value in each group. The p and % rhythm in the figure
indicates the detection of a rhythm from analysis by the Chronos-Fit method. Values at
CT0 were repeated at CT24 on graphs to a better visualization of rhythms.
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When mesor, amplitude or phase was required, a fitting technique was
applied. Data were fitted by the following function: Baseline +
Amplitude*cos (Frequency*X + PhaseShift), where baseline is the
mesor, Frequency is 2π/24, X is time in hours, and PhaseShift is the
phase in hours fromCT0. The fittingwas performed usingNonlinear Re-
gression fromGraphPad Prism 5.0 software (CA, USA). Note that the fre-
quency was taken as the 1 cycle per 24 h of the light regime. Given the
classical ANOVA evaluates whether one or more means differ signifi-
cantly from the others, but it does not confirm circadian rhythmicity,
we included chronobiological analysis in order to validate the observed
temporal changes as circadian rhythms (Refinetti et al., 2007). Thus,
each series was analyzed with the Chronos-Fit 1.06 software (Zuther
et al., 2009) and with the Cosinor method (S.E.P.T.M.R, 2000), an infer-
ential statistical method that fits one (or several) cosine curve(s) by
least squares to the data, yielding estimates for the mesor (a rhythm-
adjusted mean), and for the amplitude and acrophase (measures of
the extent and timing of predictable change within a cycle). Based on
the residual sum of squares, a P value was derived from the zero-
amplitude (no rhythm) test and from the computation of confidence in-
tervals of 95% for the parameters (Thaela et al., 1998). A p ≤ 0.05 or less
was taken as indicative of the presence of a rhythm with the 24-h (an-
ticipated) period. Percentage of rhythm is a chronobiological term for
the coefficient of determination, i.e. the squared coefficient of correla-
tion times 100 (% rhythm = r2 ∗ 100). It represents the percentage
of variation in the data that is explained by the fitted model. Student's
t-test was used for comparison of mesor, amplitude or acrophase
between young adults vs older groups, with p b 0.05 for significant
differences.

3. Results

3.1. Consequences of aging on circadian rhythms of antioxidant enzymes
expression and activity in the rat hippocampus

First, we were aimed to test whether antioxidant enzymes expres-
sion and activity follow a circadian pattern in the hippocampus of
young adults and older rat. We found CAT mRNA levels oscillate signif-
icantly in the absence of light in the young adults rat hippocampus
(ANOVA: p b 0.01; Chronos-Fit: p = 0.00006, % rhythm= 73), peaking
at the second half of the subjective day (rhythm's acrophase at CT
10:07 ± 00:23; Fig. 1A and Table 2). Consistently with that, CAT enzy-
matic activity follows its oscillating expression and varies significantly
throughout the day (ANOVA: p b 0.01) displaying also a circadian
rhythm with its acrophase occurring at CT 11:26 ± 01:00, in the same
brain area (Chronos-Fit: p=0.003, % rhythm=42; Fig. 1C and Table 2).

On the other hand, we observed GPx1 mRNA expression also varies
significantly throughout the day (ANOVA: p b 0.05) and display a circa-
dian rhythm in the young adults rat hippocampus (Chronos-Fit: p =
0.008, % rhythm= 47; Fig. 2A and Table 2), with maximal levels occur-
ring at the first half of the subjective night (rhythm's acrophase at CT
16:13 ± 01:06). We also observed, GPx enzymatic activity oscillate sig-
nificantly (ANOVA: p b 0.05; Chronos-Fit: p = 0.004, % rhythm = 51),
peaking at the beginning of the subjective night (rhythm's acrophase
at CT 12:13 ± 00:53; Fig. 2C and Table 2).

In addition,we did not observe circadian rhythmicitywhen analyzed
superoxide dismutase 1 (SOD1), superoxide dismutase 2 (SOD2) and
superoxide dismutase 3 (SOD3) gene expressions in the hippocampus
of young adults rats (Supplementary Fig. 1).

Interestingly, the circadian rhythmicity of antioxidant enzymes in
the hippocampus was differentially affected by age. On the one hand,
aging abolishes the circadian rhythmicity of CAT mRNA expression
and enzymatic activity (Chronos-Fit: p N 0.05; Fig. 1A–C and Table 2).
On the other hand, even though GPx1 mRNA expression varies signifi-
cantly throughout the day (ANOVA: p b 0.05), the data didn't fit to a co-
sine curve in older rats (Chronos-Fit: p N 0.05). Although GPx mRNA
levels show no circadian oscillation in older animals, the enzyme
activity continues oscillating in a circadian way (ANOVA: p b 0.05;
Chronos-Fit: p = 0.005, % rhythm = 51). It shows an increase in the
rhythm's mesor (0.103 ± 0.006 vs. 0.146 ± 0.003, p b 0.01) without
changes in the rhythm's amplitude nor acrophase parameters in com-
parison with the young adults rats (Fig. 2A–C and Table 2).

3.2. GSH levels in the hippocampus of young adults and aged rats

In order to evaluate the effect of aging on the temporal variation of
the cellular redox state, we investigated whether GSH levels fluctuate
throughout the day in the hippocampus of young and older rats. We
found GSH levels do not oscillate rhythmically in the hippocampus of
young and older rats (Chronos-Fit: p N 0.05, Supplementary Fig. 2).
Given that, we decided to group samples and, on the one hand, to
analyze the overall variation (including all CTs samples) between
young and old groups, while on the other, to evaluate the day/night
differences (grouping CT0 + CT4 + CT8 for subjective day, and
CT12+ CT16+ CT20 for subjective night) among groups. Thus, we ob-
served aging increases GSH levels (3525 ± 104.2 vs 3793 ± 50.29,



Table 2
Rhythm's parameters of circadian CAT and GPx expression and activity in the hippocampus of young adults and older rats.

Rhythm parameters

Mesor (mean ± SEM) Amplitude (mean ± SEM) Acrophase (hh:mm)

Young Older p Young Older p Young Older p

CAT
mRNA

0.73 ± 0.03 N/A – 0.38 ± 0.07 N/A – 10:07 ± 00:23 N/A –

CAT
Activity

3.90 ± 0.10 N/A – 0.91 ± 0.05 N/A – 11:26 ± 01:00 N/A –

GPx1
mRNA

0.53 ± 0.00 N/A – 0.04 ± 0.01 N/A – 16:13 ± 01:06 N/A –

GPx
Activity

0.10 ± 0.00 0.15 ± 0.00 b 0.01 0.06 ± 0.01 0.07 ± 0.00 n/s 12:13 ± 00:53 9:48 ± 00:38 n/s

Note: N/A: it does not apply, since mRNA expression or enzymatic activity became arrhythmic.
p-levels were obtained from the corresponding young adults vs. older group comparisons.
n/s: not significant.

Fig. 2. Circadian rhythms of GPx1 mRNA expression and enzymatic activity in the
hippocampus of young adults and older rat. (A) Cosine fitting curves represent
normalized GPx1 mRNA levels. Each point represents the mean ± SEM of three
hippocampus samples at each given CT. B) Representative patterns of PCR products at
different CTs in a 24-h cycle. (C) Cosine fitting curves represent GPx enzymatic activity
versus CT. Each point represents the mean ± SEM of three hippocampus samples at
each given CT. Horizontal bars represent the distribution of dark-dark (DD) phases of a
24-h period (CT0-CT24). Statistical analysis was performed using one-way ANOVA
followed by Tukey test with *p b 0.05 when indicated means were compared to the
corresponding maximal value in each group. The p and % rhythm in the figure indicates
the detection of a rhythm from analysis by the Chronos-Fit method. Values at CT0 were
repeated at CT24 on graphs to a better visualization of rhythms.
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*p b 0.05, Fig. 3A), particularly, during the subjective night (3460 ±
160.7 vs 3913 ± 49.88, *p b 0.05, young adults vs older group, respec-
tively; Fig. 3B).
3.3. Patterns of lipoperoxidation in the rat hippocampus

Once we had knowledge that aging modified circadian patterns of
CAT andGPx expression and activity aswell asGSH levels,we continued
to test LPO patterns in the hippocampus of rats. We found TBARS levels
do not oscillate rhythmically in the hippocampus of young and older
rats (Chronos-Fit: p N 0.05, Supplementary Fig. 3). Given that, we decid-
ed to group samples and, on the one hand, to analyze the overall varia-
tion (including all CTs samples) between young and old groups, while
Fig. 3.GSH levels in the hippocampus of young adults and older rats. (A) GSH levels in the
hippocampus of young adults and older rats. Each bar represents themean+ SEM of n=
18 samples. Student t-test was used to evaluate differences between young adults and
aged groups with *p b 0.05. B) Day/Night variation of GSH levels. Student t-test was
used to evaluate differences between young adults and aged groups (n=9) at each peri-
od, with *p b 0.05 when young adults were compared to the older group in the subjective
night and #p b 0.05 when GSH levels in the subjective day were compared to those in the
subjective night in the hippocampus of older rats.

Image of Fig. 2
Image of Fig. 3


Fig. 4.Daily variation of LPO levels in the hippocampus of young adults and older rats. LPO
was measured as thiobarbituric acid reactive substances (TBARS). (A) LPO levels in the
hippocampus of young adults and older rats. Each bar represents the mean + SEM of
n = 18 samples. Student t-test was used to evaluate differences between young adults
and aged groups with ***p b 0.001. B) Day/Night variation of LPO levels. Student t-test
was used to evaluate differences between young adults and aged groups (n = 9) at each
period, with ##p b 0.01 when older group was compared to young adults at subjective
day and *p b 0.05 when LPO levels in the subjective day were compared to those in the
subjective night in the hippocampus of young adults rats.

Fig. 5. Representative actograms of young adult and older rats. Double-plot representation
of daily locomotor activity of young adults (upper panels) and older (lower panels) rats
under a 12 h:12 h LD cycle (A) or a 12 h:12 h DD cycle (B). Subsequent days are plotted
on rows from the top to the bottom.

Fig. 6. Daily total locomotor activity of young adults and older rats in LD (A) and DD
(B) conditions. Statistical analysis was performed by the Student t-test with *p b 0.05
and **p b 0.01 when older group was compared to young adults rats.
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on the other, to evaluate the day/night differences (grouping
CT0+ CT4+ CT8 for subjective day, and CT12+ CT16+ CT20 for sub-
jective night) among groups. Thus, we observed aging reduces TBARS
levels in the hippocampus of older rats (0.090 ± 0.006 vs 0.070 ±
0.003, p b 0.01, Fig. 4A) particularly, during the subjective day
(0.100 ± 0.008 vs 0.072 ± 0.003, p b 0.01; Fig. 4B).

3.4. Circadian locomotor activity

Given the central clock in the SCN controls the daily activity-rest cy-
cles via a direct route, the continuous registry of a physiological circadi-
an rhythm is fundamental in every study of circadian rhythmicity. As
expected for animals with nocturnal habits, locomotor activity in LD
was synchronized to the dark phase in the young adults rats (Fig. 5A,
upper panel).When young animalswere kept in constant darkness con-
ditions (free running), we observed they continued showing a clear ac-
tivity/rest pattern but shifted rightward, which is characteristic of
animals an endogenous period than 24h (Fig. 5B, upper panel).With re-
spect to the 22-month-old group, they also showed an activity pattern
confined to the dark period under LD conditions. However, the locomo-
tor activity was reduced in comparison to the young adult rats (1178 ±
172 vs 259 ± 38 infrared beam interruptions per day, p b 0.01; Fig. 5A,
lower panel and Fig. 6A). Interestingly, the older animals became ar-
rhythmic and showed a marked fragmentation as well as a significant
decline in daily locomotor activity (1124 ± 239 vs 361 ± 63 infrared
beam interruptions per day, p b 0.05), when they were maintained
under constant darkness conditions (Fig. 5B, lower panel and Fig. 6B).
3.5. Circadian rhythms of the core clock protein BMAL1 in the hippocampus
of young adults and older rats

In order to assesswhether agingmodifies the circadian expression of
a key core clock protein in the hippocampus, we analyzed the BMAL1

Image of Fig. 4
Image of Fig. 5
Image of Fig. 6


Fig. 7. Circadian rhythms of BMAL1 protein levels in the hippocampus of young adults and
older rats. (A) Cosine fitting curves for rhythmic normalized BMAL1 protein levels
throughout a day, obtained from the densitometric quantitation of the Western blot.
Horizontal bars represent the distribution of dark-dark (DD) phases of a 24-h period
(CT0-CT24). Each point represents the mean + SEM of n = 4 hippocampus samples at
each given CT. Statistical analysis was performed using one-way ANOVA followed by
Tukey test with *p b 0.05 when indicated means were compared to the corresponding
maximal value in each group. The p and % rhythm in the figure indicates the detection
of a rhythm from analysis by the Chronos-Fit method. (B) Representative Western blot
analysis of protein extracted from the hippocampus of young adults and older rats
isolated at CT0, CT4, CT8, CT12, CT16, and CT20. Values at CT0 were repeated at CT24 on
graphs to a better visualization of rhythms.
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protein levels during a 24-h period, in this brain area of young adults
and aged rats, maintained under constant darkness (DD) conditions.
We found BMAL1 protein levels varies significantly throughout the
day in the hippocampus of young adults rats (ANOVA: p b 0.05). Such
temporal variation is rhythmic and circadian (Chronos-Fit: p = 0.006,
% rhythm = 39) with maximal protein levels occurring on the second
half of the subjective day (rhythm's acrophase at CT 09:16 ± 01:11;
Fig. 7). Aging completely abolished endogenously-driven BMAL1 pro-
tein rhythmicity in the rat hippocampus (Fig. 7).

4. Discussion

Aging is a complex biological process that leads to the decline of the
functionality of many physiological systems, including the circadian
system. Likewise, alteration of the circadian system has a profound ef-
fect on the longevity of different organisms (Lee, 2005; Kondratov
et al., 2006). Even though, functional weakening of circadian rhythms
and antioxidant function has been observed during aging (Siqueira
et al., 2005; Kondratova and Kondratov, 2012; Manikonda and Jagota,
2012; Farajnia et al., 2014), themechanisms bywhich the circadian sys-
tem signaling and oxidative stress are interrelated in the aging process
is a very interesting point to be elucidated.

Here, and for the first time in our knowledge, we report that aging
modifies circadian rhythmicity of the locomotor activity (a direct output
of the central clock in the SCN) and the circadian rhythm of the molec-
ular clock component, BMAL1, in the hippocampus of rats, probably, as a
consequence of age-associated changes in the temporal organization of
the antioxidant defense system, aswell as in peroxidation levels, strong-
ly suggesting a close relationship between aging, oxidative status and
the circadian clock.

It is known, the molecular clock machinery regulates rhythmic tar-
get genes expression by the BMAL1:CLOCK heterodimer binding to
specific (E-box) motifs in the genes regulatory regions (Reppert and
Weaver, 2002). Previous bioinformatic analysis done in our lab revealed
the presence of putative E-box sites in the regulatory regions of the CAT
andGPx genes (Fonzo et al., 2009). Based on these antecedents, our goal
was to evaluate the consequences of aging on the circadian expression
and enzymatic activity of CAT and GPx, in the hippocampus of animals
maintained under constant darkness (DD) conditions. We found CAT
mRNA expression and activity display endogenous circadian rhythmic-
ity,with the transcript levels peaking in the secondhalf of the subjective
day followed by the maximal CAT activity at the end of the subjective
day, in the young rat hippocampus. On the other hand, the GPx1
mRNA levels also display a circadian oscillation, with maximal levels
at thefirst half of the subjective night, thatwere in phasewith its specif-
ic enzymatic activity, in the young group. These observations are consis-
tent with our previous work in aged matched rats, where we analyzed
the effects of a vitamin A-free diet on circadian rhythms of antioxidant
enzymes expression and activity (Navigatore-Fonzo et al., 2014). In
both cases, and as expected in terms of predictive homeostasis (a func-
tion of circadian rhythms) maximal antioxidant enzymes activity pre-
cedes the activity period (mainly catabolic and ROS generating) of
nocturnal rats. Some other investigators have also shown circadian
and daily rhythms of antioxidant enzymes in different brain areas and
other tissues (Pablos et al., 1998; Baydas et al., 2002; Fonzo et al.,
2009; Ponce et al., 2012). However, none of them have proven the en-
dogenous character of those rhythms, nor have studied the aging conse-
quences on them.

Interestingly, in this study, we observed that circadian rhythmicity
of antioxidant enzymes is differentially modified in the hippocampus
of older rats. On the one hand, aging abolished the oscillating CAT ex-
pression and specific enzymatic activity, while on the other; it increased
themesor of circadian GPx activity rhythm. The first observation is con-
sistent with investigations which show that aging reduces the ampli-
tude, or even flattens some circadian rhythms (Mirmiran et al., 1992;
Manikonda and Jagota, 2012; Farajnia et al., 2014). The second observa-
tion could be interpreted as a protective response against oxidative
stress, mainly during the subjective day (rest and anabolic period of
nocturnal animals). Similarly, we have observed an increased GPx
rhythm's mesor and amplitude in another model of oxidative stress,
such as the vitamin A deficiency (Navigatore-Fonzo et al., 2014), and
Manikonda and Jagota (2012) reported increased GPx activity in the
liver during aging. Since GPx is often considered themost important an-
tioxidant enzyme in the brain, therefore, we might expect that the in-
creased GPx activity would have a neuroprotective effect in the
hippocampus of aged rats.

Given the substrate of GPx, GSH, is one of the determining factors for
maintaining optimal cellular redox state, we study the subjective-day/
subjective-night variation of GSH levels, in the hippocampus of young
adult and older rats. Although the levels of GSH do not oscillate in a cir-
cadian manner in the hippocampus, we observed aging increases over-
all GSH levels, especially, during the subjective night. On the other hand,
since the brain is very sensitive to free radical attack and lipid peroxida-
tion due to its high content of polyunsaturated fatty acids, we continue
to study the levels of LPO throughout the day, in young adults and older
rats hippocampus. AswithGSH,we did notfind circadian rhythmicity in
the LPO levels, however, we were able to analyze subjective-day/
subjective-night LPO patterns. Thus, we observed TBARS levels in
young rats are higher during the subjective day, and precede the maxi-
mal GPx activity. Surprisingly, we found that older rats show lower
levels of lipoperoxidation during the subjective day. Probably, this
may be the result of the protective effect exerted by the highest levels
of GPx observed in this group at the same phase of the day. Our results
of GSH and TBARS levels are in contrast with a number of previous stud-
ies showing reduced GSH and increased lipid peroxidation during aging
(Rodrigues Siqueira et al., 2005; Kunthavai Nachiyar et al., 2011;
Manikonda and Jagota, 2012). However, this would be the first study,
to our knowledge, showing day/night patterns of GSH and LPO levels
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in the hippocampus of aged animals under constant darkness condi-
tions. On the other hand, the observation of increased levels of LPO dur-
ing the subjective day in young adult rats is consistent with another
study that found themaximum level of MDA during rest span (light pe-
riod) in youngmice (Sani et al., 2007). In the recent years, the idea that
lipid peroxides have only a destructive role is changing. It has been
shown that both LPO and ROS can participate in signal transduction cas-
cades and cause the removal of damaged cells, fulfilling a protective role
(Gago-Dominguez et al., 2007). Likewise, recent data support the notion
that ROS production at suitable levels can induce downstreamprocesses
which lead to an adaptive response, such as improved antioxidant
capacity, metabolic health and extended longevity (Ristow and
Schmeisser, 2011).

Temporal patterns described above and alterations observed in the
aged animals, led us to continue studying the aging consequences on
the endogenous clock. Given the central clock in the SCN controls the
daily activity-rest cycles via a direct route, the continuous registry of a
physiological circadian rhythm is fundamental in every study of circadi-
an rhythmicity, since it is useful as a control of the circadian signalling
pathway integrity and as a reference of the individual inner time
(Schibler and Sassone-Corsi, 2002; Dibner et al., 2010). When we ex-
posed young adult rats to constant darkness, as expected, their locomo-
tor activity pattern persisted and was shifted rightward, indicating an
endogenous period N24 h. Such observation was consistent with previ-
ous results obtained byNavigatore-Fonzo et al. (2014). Interestingly, we
observed an alteration in the circadian pattern of locomotor activity in
the 22-month-old rats, especially when they were kept in constant
darkness, showing a marked fragmentation and decreased amplitude,
with a clear absence of an endogenous rhythm throughout the day (ar-
rhythmia). In agreement with other studies carried out in rodents sub-
jected to different lighting conditions (Valentinuzzi et al., 1997; Kolker
et al., 2003; Nakamura et al., 2011), our results suggests that aging af-
fects the SCN function, as indicated by the decline in their output signals,
such as the locomotor activity. Given communication between the cen-
tral and peripheral clocks is essential to sustain the circadian rhythms in
the body, alterations in the SCN could affect themolecular clock and the
establishment of rhythms in peripheral tissues such as the
hippocampus.

Thus, we evaluated the consequences of aging on the circadian var-
iation of BMAL1. First, we observed that BMAL1 protein levels display a
circadian rhythm in the hippocampus of young animals with maximal
levels occurring on the second half of the subjective day. As expected,
we found maximal CAT and GPx mRNA expression follow BMAL1 pro-
tein peak in this group. This result, as well as the presence of E-box
responding sites found in the CAT and GPx promoters, suggests those
antioxidant enzymes would be under the endogenous clock control in
the hippocampus. Second and noteworthy, we observed aging
abolished the BMAL1 protein circadian rhythmand, consequently, oscil-
lating target CAT and GPx genes expression, in the aged hippocampus.
Dampening oscillation of Bmal1 mRNA expression was previously ob-
served in the SNC of aged mice (Bonaconsa et al., 2014) and the hippo-
campus of older hamsters (Duncan et al., 2013). As a result of the loss of
mRNA rhythmicity, CAT enzymatic activity was also flattened in this
brain area, however, GPx activity increased and continued oscillating
in the hippocampus of aged animals. An explanation to this apparent
controversy resides in the post-translational enzyme regulation. For ex-
ample, Zhang et al. (2014) demonstrated that Ca2+ can modulate posi-
tively the activity of an artificial GPx enzyme. A similar mRNA-
independent GPx regulation might be expected when the release of
Ca2+ back to the cytoplasm increases upon ROS attack to themitochon-
drial membrane, which could be the case of cellular aging.

GSH levels are higher during subjective night in the aged hippocam-
pus, being in anti-phase with maximal GPx enzyme activity. As we said
before, it has been shown in in vitro models, that cellular redox state
modulates BMAL1:CLOCK-driven regulation of rhythmic gene expres-
sion (Rutter et al., 2001). Our observations suggest the possibility that
alterations in temporal patterns of cellular redox state observed in the
senescence could have some effects on the endogenous clock activity
through the modulation of BMAL1:CLOCK binding activity to the DNA.
At the same time, models of Bmal1 deficiency also result in acceleration
of aging and increased levels of ROS in several tissues (Kondratov et al.,
2006), suggesting that the alteration of cellular clock function can have
important consequences in the regulation of oxidative stress during
aging.

In summary, in the present work, we propose a model of physiolog-
ical aging maintained under constant darkness condition to analyze the
endogenous nature of temporal changes. Here, for the first time to our
knowledge, we observed a disorganization of temporal patterns of loco-
motor activity, a loss of the BMAL1 circadian rhythmicity and alterations
in the circadian expression and activity of antioxidant enzymes, in the
aged rat hippocampus.

Our investigation incentives further inquiries and will be extended
in future studies. Those will include temporal and mechanistic studies
on epigenetic modifications on the CAT and GPx gene promoters and
the expression of proteins involved in such regulation. In addition,
other studies will be conducted to investigate whether and how the ob-
served age-related changes in the hippocampus could be reverted by di-
etary manipulations.

5. Conclusions

Taken together, these results strongly suggest an interplay between
circadian system, aging and the cellular oxidative status. The loss of
temporal organization of the antioxidant enzymes activity, the oxida-
tive status and the cellular clockmachinery could result in a temporally
altered antioxidant defense system in the aging brain. This could cause
the organisms were not able to be adequately prepared for daily chang-
es in metabolism, thereby favoring the aging process and age-related
degenerative diseases. Taking into account ours and other's results, im-
pairment of the circadian clock could be proposed as the tenth hallmark
of aging, expanding the nine principles contributing to the agingprocess
proposed by López-Otín and collaborators in 2013 (López-Otín et al.,
2013).

Given life expectancy has increased enormously during the last sev-
eral decades, aging and associated diseases have become a serious
worldwide public health problem. Learning about how aging affects
the circadian system and the expression of genes involved in the antiox-
idant defense system could contribute to the design of new strategies to
improve the quality of life of older people and also to promote a healthy
aging.

Supplementary data to this article can be found online at http://dx.
doi.org/10.1016/j.exger.2016.12.002.

Acknowledgments

This work was supported by the National Agency for Scientific and
Technology Promotion [grant PICT 2010-1139-ANPCyT, Argentina],
the Florencio Fiorini Foundation [grant 2013, Argentina] and theNation-
al University of San Luis [grant PROICO 2-0314, UNSL, Argentina]. We
acknowledge the Laboratory of Chronobiology (IMIBIO-SL, CONICET,
UNSL). Maria G Lacoste and Ana C Anzulovich are member career of
the National Council of Science and Technology (CONICET). We thank
Dr. Sofía Giménez and Dr. Gabriela Razzeto for kindly provide us with
the SOD1, SOD2 and SOD3 primers used in the expression analysis
showed in the supplementary data (Supplementary Fig. 1).

References

Aebi, H., 1984. Catalase in vitro. Methods Enzymol. 105, 121–126.
Akerboom, T.P., Sies, H., 1981. Assay of glutathione, glutathione disulfide, and glutathione

mixed disulfides in biological samples. Methods Enzymol. 77, 373–382.
Albrecht, U., 2012. Timing to perfection: the biology of central and peripheral circadian

clocks. Neuron 74, 246–260.

http://dx.doi.org/10.1016/j.exger.2016.12.002
http://dx.doi.org/10.1016/j.exger.2016.12.002
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0005
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0010
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0010
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0015
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0015


50 M.G. Lacoste et al. / Experimental Gerontology 88 (2017) 42–50
Babu, H., Claasen, J.H., Kannan, S., Rünker, A.E., Palmer, T., Kempermann, G., 2011. A pro-
tocol for isolation and enriched monolayer cultivation of neural precursor cells from
mouse dentate gyrus. Front. Neurosci. 5, 89.

Balaban, R.S., Nemoto, S., Finkel, T., 2005. Mitochondria, oxidants, and aging. Cell 120,
483–495.

Baydas, G., Gursu, M.F., Yilmaz, S., Canpolat, S., Yasar, A., Cikim, G., Canatan, H., 2002. Daily
rhythm of glutathione peroxidase activity, lipid peroxidation and glutathione levels
in tissues of pinealectomized rats. Neurosci. Lett. 323, 195–198.

Bollinger, T., Schibler, U., 2014. Circadian rhythms - from genes to physiology and disease.
Swiss Med. Wkly. 144, w13984.

Bonaconsa, M., Malpeli, G., Montaruli, A., Carandente, F., Grassi-Zucconi, G., Bentivoglio,
M., 2014. Differential modulation of clock gene expression in the suprachiasmatic nu-
cleus, liver and heart of aged mice. Exp. Gerontol. 55, 70–79.

Buhr, E.D., Takahashi, J.S., 2013. Molecular components of themammalian circadian clock.
Handb. Exp. Pharmacol. 217, 3–27.

Cao, L., Leers-Sucheta, S., Azhar, S., 2004. Aging alters the functional expression of enzy-
matic and non-enzymatic anti-oxidant defense systems in testicular rat Leydig
cells. J. Steroid Biochem. Mol. Biol. 88, 61–67.

Casado, A., Encarnación López-Fernández, M., Concepción Casado, M., de La Torre, R.,
2008. Lipid peroxidation and antioxidant enzyme activities in vascular and Alzheimer
dementias. Neurochem. Res. 33, 450–458.

Dias, V., Junn, E., Mouradian, M.M., 2013. The role of oxidative stress in Parkinson's dis-
ease. J. Parkinsons Dis. 3, 461–491.

Dibner, C., Schibler, U., Albrecht, U., 2010. The mammalian circadian timing system: orga-
nization and coordination of central and peripheral clocks. Annu. Rev. Physiol. 72,
517–549.

Draper, H.H., Hadley, M., 1990. Malondialdehyde determination as index of lipid peroxi-
dation. Methods Enzymol. 186, 421–431.

Duncan, M.J., Prochot, J.R., Cook, D.H., Tyler Smith, J., Franklin, K.M., 2013. Influence of
aging on Bmal1 and Per2 expression in extra-SCN oscillators in hamster brain.
Brain Res. 1491, 44–53.

Farajnia, S., Deboer, T., Rohling, J.H., Meijer, J.H., Michel, S., 2014. Aging of the suprachias-
matic clock. Neuroscientist 20, 44–55.

Finkel, T., Holbrook, N.J., 2000. Oxidants, oxidative stress and the biology of ageing. Nature
408, 239–247.

Flohé, L., Günzler, W.A., 1984. Assays of glutathione peroxidase. Methods Enzymol. 105,
114–121.

Fonzo, L.S., Golini, R.S., Delgado, S.M., Ponce, I.T., Bonomi, M.R., Rezza, I.G., Giménez, M.S.,
Anzulovich, A.C., 2009. Temporal patterns of lipoperoxidation and antioxidant en-
zymes are modified in the hippocampus of vitamin A-deficient rats. Hippocampus
19, 869–880.

Gago-Dominguez, M., Jiang, X., Castelao, J.E., 2007. Lipid peroxidation, oxidative stress
genes and dietary factors in breast cancer protection: a hypothesis. Breast Cancer
Res. 9, 201.

Gilca, M., Stoian, I., Atanasiu, V., Virgolici, B., 2011. The oxidative hypothesis of senescence.
J. Postgrad. Med. 53, 207–213.

Golombek, D.A., Rosenstein, R.E., 2010. Physiology of circadian entrainment. Physiol. Rev.
90, 1063–1102.

Haddadi, M., Jahromi, S.R., Sagar, B.K., Patil, R.K., Shivanandappa, T., Ramesh, S.R., 2014.
Brain aging, memory impairment and oxidative stress: a study in Drosophila
melanogaster. Behav. Brain Res. 259, 60–69.

Kolker, D.E., Fukuyama, H., Huang, D.S., Takahashi, J.S., Horton, T.H., Turek, F.W., 2003.
Aging alters circadian and light-induced expression of clock genes in golden ham-
sters. J. Biol. Rhythm. 18, 159–169.

Kondratov, R.V., Kondratova, A.A., Gorbacheva, V.Y., Vykhovanets, O.V., Antoch, M.P.,
2006. Early aging and age-related pathologies in mice deficient in BMAL1, the core
component of the circadian clock. Genes Dev. 20, 1868–1873.

Kondratova, A.A., Kondratov, R.V., 2012. The circadian clock and pathology of the ageing
brain. Nat. Rev. Neurosci. 13, 325–335.

Kunthavai Nachiyar, R., Subramanian, P., Tamilselvam, K., Manivasagam, T., 2011. Influ-
ence of aging on the circadian patterns of thiobarbituric acid reactive substances
and antioxidants in Wistar rats. Biol. Rhythm. Res. 42, 147–154.

Lee, C.C., 2005. The circadian clock and tumor suppression by mammalian period genes.
Methods Enzymol. 393, 852–861.

López-Otín, C., Blasco, M.A., Partridge, L., Serrano, M., Kroemer, G., 2013. The hallmarks of
aging. Cell 153, 1194–1217.

Lu, S.C., 2009. Regulation of glutathione synthesis. Mol. Asp. Med. 30, 42–59.
Manikonda, P.K., Jagota, A., 2012. Melatonin administration differentially affects age-

induced alterations in daily rhythms of lipid peroxidation and antioxidant enzymes
in male rat liver. Biogerontology 13, 511–524.
Mendoza, J., Challet, E., 2009. Brain clocks: from the suprachiasmatic nuclei to a cerebral
network. Neuroscientist 15, 477–488.

Mirmiran, M., Swaab, D.F., Kok, J.H., Hofman, M.A., Witting, W., Van Gool, W.A., 1992. Cir-
cadian rhythms and the suprachiasmatic nucleus in perinatal development, aging
and Alzheimer's disease. Prog. Brain Res. 93, 151–162.

Nakamura, T.J., Nakamura, W., Yamazaki, S., Kudo, T., Cutler, T., Colwell, C.S., Block, G.D.,
2011. Age-related decline in circadian output. J. Neurosci. 31, 10201–10205.

Navigatore-Fonzo, L.S., Delgado, S.M., Golini, R.S., Anzulovich, A.C., 2014. Circadian
rhythms of locomotor activity and hippocampal clock genes expression are damp-
ened in vitamin A-deficient rats. Nutr. Res. 34, 326–335.

Pablos, M.I., Reiter, R.J., Ortiz, G.G., Guerrero, J.M., Agapito, M.T., Chuang, J.I., Sewerynek, E.,
1998. Rhythms of glutathione peroxidase and glutathione reductase in brain of chick
and their inhibition by light. Neurochem. Int. 32, 69–75.

Ponce, I.T., Rezza, I.G., Delgado, S.M., Navigatore, L.S., Bonomi, M.R., Golini, R.L., Giménez,
M.S., Anzulovich, A.C., 2012. Daily oscillation of glutathione redox cycle is dampened
in the nutritional vitamin A deficiency. Biol. Rhythm. Res. 43, 351–372.

Radak, Z., Zhao, Z., Goto, S., Koltai, E., 2011. Age-associated neurodegeneration and oxida-
tive damage to lipids, proteins and DNA. Mol. Asp. Med. 32, 305–315.

Refinetti, R., Lissen, G.C., Halberg, F., 2007. Procedures for numerical analysis of circadian
rhythms. Biol. Rhythm. Res. 38, 275–325.

Reppert, S.M., Weaver, D.R., 2002. Coordination of circadian timing in mammals. Nature
418, 935–941.

Ristow, M., Schmeisser, S., 2011. Extending life span by increasing oxidative stress. Free
Radic. Biol. Med. 51, 327–336.

Rodrigues Siqueira, I., Fochesatto, C., da Silva Torres, I.L., Dalmaz, C., Alexandre Netto, C.,
2005. Aging affects oxidative state in hippocampus, hypothalamus and adrenal
glands of Wistar rats. Life Sci. 78, 271–278.

Rutter, J., Reick, M., Wu, L.C., McKnight, S.L., 2001. Regulation of clock and NPAS2 DNA
binding by the redox state of NAD cofactors. Science 293, 510–514.

S.E.P.T.M.R, 2000. Physiology software editor. http://www.septmr.com.
Sani, M., Ghanem-Boughanmi, N., Gadacha, W., Sebai, H., Boughattas, N.A., Reinberg, A.,

Ben-Attia, M., 2007. Malondialdehyde content and circadian variations in brain, kid-
ney, liver, and plasma of mice. Chronobiol. Int. 24, 671–685.

Schibler, U., Sassone-Corsi, P., 2002. A web of circadian pacemakers. Cell 111, 919–922.
Shankar, S.K., 2010. Biology of aging brain. Indian J. Pathol. Microbiol. 53, 595–604.
Siqueira, I.R., Fochesatto, C., de Andrade, A., Santos, M., Hagen, M., Bello-Klein, A., Netto,

C.A., 2005. Total antioxidant capacity is impaired in different structures from aged
rat brain. J Dev Neurosci.]–>Int. J. Dev. Neurosci. 23, 663–671.

Suh, J.H., Moreau, R., Heath, S.H., Hagen, T.M., 2005. Dietary supplementation with (R)-
alpha-lipoic acid reverses the age-related accumulation of iron and depletion of anti-
oxidants in the rat cerebral cortex. Redox Rep. 10, 52–60.

Suh, J.H., Wang, H., Liu, R.M., Liu, J., Hagen, T.M., 2004. (R)-alpha-lipoic acid reverses the
age-related loss in GSH redox status in post-mitotic tissues: evidence for increased
cysteine requirement for GSH synthesis. Arch. Biochem. Biophys. 423, 126–135.

Thaela, M.J., Jensen, M.S., Cornélissen, G., Halberg, F., Nöddegaard, F., Jakobsen, K.,
Pierzynowski, S.G., 1998. Circadian and ultradian variation in pancreatic secretion
of meal-fed pigs after weaning. J. Anim. Sci. 76, 1131–1139.

Tsay, H.J., Wang, P., Wang, S.L., Ku, H.H., 2000. Age-associated changes of superoxide dis-
mutase and catalase activities in the rat brain. J. Biomed. Sci. 7, 466–474.

Valentinuzzi, V.S., Scarbrough, K., Takahashi, J.S., Turek, F.W., 1997. Effects of aging on the
circadian rhythm of wheel-running activity in C57BL/6 mice. Am. J. Phys. 273,
R1957–R1964.

Wang, Q., Zhao, X., He, S., Liu, Y., An, M., Ji, J., 2010. Differential proteomics analysis of spe-
cific carbonylated proteins in the temporal cortex of aged rats: the deterioration of
antioxidant system. Neurochem. Res. 35, 13–21.

Wollnik, F., 1989. Physiology and regulation of biological rhythms in laboratory animals:
an overview. Lab. Anim. 23, 107–125.

Wu, G., Fang, Y.Z., Yang, S., Lupton, J.R., Turner, N.D., 2004. Glutathione metabolism and its
implications for health. J. Nutr. 134, 489–492.

Zhang, C., Pan, T., Salesse, C., Zhang, D., Miao, L., Wang, L., Gao, Y., Xu, J., Dong, Z., Luo, Q.,
Liu, J., 2014. Reversible Ca(2+) switch of an engineered allosteric antioxidant
selenoenzyme. Angew. Chem. Int. Ed. Eng. 53, 13536–13539.

Zhao, Y., Zhao, B., 2013. Oxidative stress and the pathogenesis of Alzheimer's disease. Ox-
idative Med. Cell. Longev. 2013, 316523.

Zuther, P., Gorbey, S., Lemmer, B., 2009. Chronos-Fit 1.06. http://www.ma.uni-heidelberg.
de/inst/phar/lehre/chrono.html.

http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0020
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0020
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0020
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0025
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0025
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0030
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0030
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0030
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0035
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0035
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0040
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0040
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0045
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0045
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0050
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0050
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0050
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0055
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0055
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0060
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0060
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0065
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0065
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0065
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0070
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0070
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0075
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0075
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0075
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0080
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0080
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0085
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0085
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0090
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0090
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0095
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0095
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0095
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0100
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0100
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0100
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0105
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0105
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0110
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0110
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0115
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0115
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0120
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0120
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0125
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0125
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0130
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0130
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0135
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0135
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0135
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0140
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0140
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0145
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0145
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0150
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0155
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0155
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0155
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0160
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0160
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0165
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0165
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0165
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0170
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0175
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0175
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0175
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0180
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0180
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0185
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0185
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0190
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0190
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0195
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0195
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0200
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0200
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0205
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0205
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0210
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0210
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0215
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0215
http://www.septmr.com
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0225
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0225
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0230
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0235
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0240
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0240
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0245
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0245
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0245
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0250
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0250
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0250
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0255
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0255
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0260
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0260
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0265
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0265
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0265
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0270
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0270
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0270
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0275
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0275
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0280
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0280
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0285
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0285
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0285
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0290
http://refhub.elsevier.com/S0531-5565(16)30567-8/rf0290
http://www.ma.uni-heidelberg.de/inst/phar/lehre/chrono.html
http://www.ma.uni-heidelberg.de/inst/phar/lehre/chrono.html

	Aging modifies daily variation of antioxidant enzymes and oxidative status in the hippocampus
	1. Introduction
	2. Materials and methods
	2.1. Animal model
	2.2. Daily locomotor activity analysis
	2.3. Hippocampus dissection
	2.4. Western blot
	2.5. mRNA isolation and RT-PCR
	2.6. Tissue homogenates and enzyme activity assays
	2.7. GSH levels
	2.8. Lipoperoxidation levels
	2.9. Statistical analysis

	3. Results
	3.1. Consequences of aging on circadian rhythms of antioxidant enzymes expression and activity in the rat hippocampus
	3.2. GSH levels in the hippocampus of young adults and aged rats
	3.3. Patterns of lipoperoxidation in the rat hippocampus
	3.4. Circadian locomotor activity
	3.5. Circadian rhythms of the core clock protein BMAL1 in the hippocampus of young adults and older rats

	4. Discussion
	5. Conclusions
	Acknowledgments
	References


