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a b s t r a c t

Monitoring the drug benznidazole in biological fluids is a powerful tool for clinical diagnostic and
pharmacological studies in chagasic patients. However, research in this concern needs to be done. The
accurate quantitation of this drug in complex matrices represents a highly challenging task complicated
by the absence of sensitive analytical methods. It follows that sample processing strategies, preparation/
cleanup procedures, and chromatographic/ionization/detection parameters, were evaluated for method
optimization. The summation of this work generated a rapid, selective, sensitive methodology based on
reversed-phase chromatography–tandem mass spectrometry for the analysis of benznidazole in urine
samples. To the best of our knowledge, this is a first report of a LC–MS/MS platform employed for this
application. Matrix effect was determined; a 90% of signal suppression was observed. The limits of
detection and quantification were 0.75 and 4.85 μg L�1; respectively. The latter allowed the method's
application to the detection of benznidazole in clinical studies and pharmacological monitoring analysis.

& 2014 Elsevier B.V. All rights reserved.

1. Introduction

Chagas disease (or American trypanosomiasis) is a deadly
potentially disease caused by the Trypanosoma cruzi protozoan
parasite. The geographical distribution of this disease is extensive,
including mainly America, with endemic characteristics in South
America [1]. At present, the number of people infected with
Chagas disease worldwide is estimated to be about 10–12 million,
causing 10,000 deaths per year due to complications [2]. The
process of urbanization in Latin America and migratory population
movements from endemic countries have led to the disease being
diagnosed in non-endemic areas [3,4].

T. cruzi is a single-celled parasite transmitted primarily by
blood-sucking insects, popularly called “kissing bugs”. T. cruzi
enters the digestive tract of the insect when it bites a person or
an infected mammal. The parasite is actively divided inside the
insect and is transmitted through its feces which are deposited on
the skin host. This transmission path, known as vectorial, was
considered the most common in the American region.

On the other hand, the non-vector transfer pathways are
related to (a) transplacental transmission (congenital), (b) blood
transfusion, (c) organ transplant, (d) oral, by food intake with
parasites, and (e) laboratory accidents [5].

In recent years the advances in the control of vectorial and
transfusional transmission have converted the congenital transmis-
sion in the main source of transfer, especially in urban areas [1,6,7].

Nowadays, the only drugs existing for Chagas treatment are
benznidazole (BNZ) and nifurtimox [8–10]. The first (N-benzyl-2-(2-
nitroimidazole-1-yl) acetamide), C12H12N4O3, MW: 260.25 g mol�1

(Fig. 1); was obtained for veterinary purposes by Roche in 1974 and
the second was developed by Bayer in 1960. Both commercially
available pharmacotherapies are inadequate due to issues involving
safety, efficacy, resistance, toxicity, difficulty of administration in
impoverished conditions, and cost. Response to treatment depends
greatly on the disease phase [11–14]; so early detection is not only
important but critical for public health.

BNZ is the first pharmacotherapeutic option in Americas, its oral
ingestion for acute stage treatment varies from 5 to 8 mg kg�1 day�1

p.o. for 60 days [5]. However, information related to its pharmaco-
kinetic distribution in special populations, such as lactating, children,
elderly, and pregnant women, is poor or nonexistent. In addition,
the chemotherapy with BZN requires prolonged administration
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(30–60 days) and has significant toxicity, especially in adults [15–17].
Moreover, the adverse drug reactions (ADRs) are the most important
factor in therapeutic failure [18–20]. It follows the need for evalua-
tion and monitoring of BNZ in biological fluids.

To date, the majority of studies focus on its therapeutic efficacy
[21], pharmaceutical technology [22,23], preclinical pharmacoki-
netics evaluation [24] and metabolism study in animals [25,26].
There are only a few studies concerning to the quantification of this
antichagasic drug by techniques such as electrochemistry [27,28],
polarography [29], spectrophotometry [30,31] and liquid chromato-
graphy (LC) associated to UV detection [32–34]. However, it has been
well documented the limitations of some of these analytical
approaches to detect interferences and overcome some serious
problems related to sample complexity. Moreover, only a few authors
have developed LC–UV-based methodologies to quantify BNZ in
plasma and animal urine for further implementation in human
pharmacokinetic and health–safety studies [34–37]. A recent report,
the unique one to the best of our knowledge, has been developed for
applications in urine samples for studies in humans [37], with limited
descriptions of analytical method performance.

Liquid chromatography coupled to mass spectrometric detection,
in its various forms (LC–MS and LC–MS/MS), is an excellent alternative
of analysis. The Ultra High Performance Liquid Chromatography
(UHPLC) approach offers very important advantages associated finally
with the time required for analysis. In many cases, it is necessary to
use a cleaning/extraction/preconcentration procedure of the analytes
in order to obtain the optimum conditions for the determination of
them or to overcome the effects generated by the biological sample
matrix. Following an exhaustive search in the scientific literature, it
has been determined that a gold standard method employing a
chromatographic approach coupled to mass spectrometry for the
quantitative analysis of BNZ in biological samples has not been
reported to date and it would be beneficial to the analytical commu-
nity. Moreover, no studies applied to human samples with focus on
clinical or therapeutic drug monitoring (TDM) have been reported. The
analyte's determination in urine samples is important in order to
obtain valuable information that could help to elucidate its pharma-
cokinetic behavior. Additionally, urine is a non-invasive sample, which
is a valuable condition for TDM. In this study the optimization of a
methodology for the extraction/chromatographic separation and mass
spectrometric determination of BNZ in human urine samples is
proposed. The optimized method provided a selective, sensitive, fast,
and reliable strategy for the accurate detection of the antichagasic
drug and, at the same time, it could be potentially used as a tool to
generate relevant information for rational development of disease
pharmacological therapy, today still scarce.

2. Experimental

2.1. Chemicals and reagents

BNZ analytical grade was donated by Hoffmann-La Roche Ltd.
(Buenos Aires, Argentina). Water, methanol and acetonitrile Optimas

LC–MS grade, were purchased from Fisher Scientific (Fair Lawn, NJ,
USA). Dichloromethane and trichloroacetic acid pro-analysis were
purchased from Biopack (Buenos Aires, Argentina). Formic acid, 98%,
was obtained from Fisher Scientific (Loughborough, UK). Ultrapure
water (18 MΩ cm) was obtained from EASY pure (RF Barnstead, IA,
USA). Organic standard solutions of BNZ were daily prepared by
appropriate dilutions of a 100 mg L�1 aqueous stock solution.
Quantification was achieved by preparing spiked urine samples with
proper amounts of the analyte. The solutions were maintained at 4 1C
protected from light. For sample pre-treatment and filtering prior to
LC–MS/MS analysis, 13 mm nylon hydrophilic membranes of 0.8 and
0.22 mm diameter pore (Osmonics INC, USA) were used, respectively.

2.2. Instrumentation and conditions

Rotary evaporator Heidolph Laborota 4010 configured with
ROTAVAP valve control equipment was used.

An Acquity™ Ultra High Performance LC system (Waters,
Milford) equipped with autosampler injection and pump systems
(Waters, Milford) was used. The autosampler vial tray was main-
tained at 15 1C. The needle was washed with proper mixtures of
acetonitrile and water. The separation was performed by injecting
a 10 μL sample onto an ACQUITY UPLCs BEH C18 (Waters, Milford,
USA) analytical column with 2.1 mm internal diameter, 50 mm
length, and 1.7 μm particle size. The binary mobile phases con-
sisted of water with 0.1% (v/v) of formic acid (A) and acetonitrile
with 0.1% (v/v) of formic acid (B) at a flow rate of 0.15 mL min�1.
The gradient was started at an initial composition of 90% A and
10% B, then 3-min linear gradient to 0% A, held for 0.3 min. A
return to the initial conditions was accomplished by a 0.2-min
gradient to 90% A, where it was held for 1.5 min. Thus, the total
chromatographic run time was 5.0 min. The column was held at a
temperature of 30 1C. Under these conditions, no sample contam-
ination or sample to sample carryover was observed.

Mass spectrometry analyses were performed on a Quattro
Premier™ XE Micromass MS Technologies triple quadrupole mass
spectrometer with a ZSpray™ electrospray ionization source
(Waters, Milford, USA). The source was operated in the positive
(ESIþ) mode at 350 1C with N2 as the nebulizer and the source
temperature was kept at 150 1C. The capillary voltage was main-
tained at 3.5 kV and the extractor voltage was set at 3.0 kV.
Ultrapure nitrogen was used as desolvation gas with a flow of
200 L h�1. Argon was used as the collision gas at a flow of
0.10 mL min�1. Detection was performed in multiple reaction
monitoring (MRM) mode of selected ions at the first (Q1) and
third quadrupole (Q3). To choose the fragmentation patterns ofm/z
(Q1)-m/z (Q3) for the analyte in MRM mode, direct infusion (via
syringe pump) into the MS of BNZ standard solution in methanol
was performed and the product ion scan mass spectra were
recorded. Quantification of BNZ was done by measuring the area
under the peak using MassLynx Mass Spectrometry Software
(Waters, Milford, USA).

2.3. Sample collection and preparation

Urine samples were collected in sterile specimen collection
bottles during 24 h from a pediatric chagasic patient and an adult
volunteer, both after a 5 mg kg�1 day�1 p.o. BNZ doses. The whole
procedure was made anonymous and the patients were enrolled in
a clinical study approved by both ethical and research review
committees of Children's Hospital Ricardo Gutierrez, Buenos Aires
city, Argentina. All patients were informed about the purposes and
scope of the study, and signed appropriate consent forms. Data
assessment was complete for all patients.

Fig. 1. Benznidazole structure.
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2.3.1. Sample treatment
After collection, samples were divided into three aliquots and

stored at �21 1C until analysis. Thaw was performed prior the
three fractions underwent the following treatments.

2.3.1.1. Filtering. A measured volume of urine was centrifuged for
10 min at 12,000 rpm. A 500 mL aliquot of the supernatant was
diluted with water:acetonitrile up to 1 mL final volume, filtered
through a 0.22 μm syringe filter and stored in amber vials suitable
for LC–MS/MS analysis.

2.3.1.2. Dryness. 2.5 mL urine volume was mixed with 5.0 mL
acetonitrile volume, stirred and centrifuged. Supernatant was
removed and brought to dryness in a rotary evaporator. Then it
was reconstituted in water:acetonitrile, filtered through a 0.22 μm
syringe filter and stored in an amber vial suitable for analysis.

2.3.1.3. Liquid–liquid extraction. Two consecutive extractions with
1.25 mL of dichloromethane each was performed on a 2.5 mL urine
volume. The organic phase was separated and brought to dryness
in a rotary evaporator. Then it was reconstituted with water:
acetonitrile and filtered prior LC–MS/MS analysis.

2.4. Evaluation of matrix effect

As it is known, one downside of ESI–MS/MS ionization/detec-
tion is that the ionization process is susceptible to matrix signal
suppression or enhancement [38–40]. The liquid chromatogra-
phy–mass spectrometry response obtained from a standard can
differ significantly from matrix samples. In this work, after
optimizing the compound selective parameters, the effect of the
urine matrix was assessed by comparing the signal of BNZ in pure
solvent to the signal in the diluted and non-diluted sample matrix.
Calibration curves for BNZ in the spiked biological fluid and in the
pure solvent were created. The percentage of the quotient of the
slopes (b) in the spiked and solvent samples was used as an
indicator of the extent of the matrix effect, which was calculated
as 100�(bspiked/bsolvent�100).

2.5. Assay performance

The calibration plots were measured under the optimal experi-
mental conditions. Six levels of the calibration curve were deter-
mined (five technical replicates at each concentration level). The
calibration equations were calculated by the least-squares linear
regression method. Thus, linearity was evaluated from values
closer to the limit of detection up to approximately 50,000 μg L�1.

Intra-day repeatability, and inter-day reproducibility, spiked
urine samples were analyzed. Thus, 6 blank samples, 5 replicate
measurements at 0, 10, 100, 500, 1000, 5000, 10,000, 25,000, and
50,000 mg L�1 BNZ concentrations were prepared.

3. Results and discussion

3.1. Sample preparation optimization

Although the technology related to chromatographic separa-
tions and mass spectrometry techniques advances, sample clean-
up is still one of the most important bottlenecks of the analytical
process. Effective sample preparation is essential for achieving
good analytical results because matrix related compounds may
also co-extract and interfere in the analysis.

The selection of the sample clean-up conditions in the analysis
of BNZ in biological material is a difficult task taking into account
the nature of the analyte. Consequently, optimization of the

clean-up steps paying special attention to the analytes recovery
was carried out. The accuracy of the proposed method was
evaluated by recovery experiments with spiking diluted sample
solutions. Several approaches were considered, including filtering,
dryness, and liquid–liquid extraction. The latter procedure demon-
strated to be more proper in terms of the analyte's recovery, which
resulted to be higher than 95%. Although, for clinical applications,
recoveries equal or less than 70% with sufficient reproducibility
may be appropriate. On the other hand, recoveries for sample
filtering and dryness approaches ranged between 20% and 40%.

There has been little effort devoted to the study of drugs for the
treatment of Chagas, a so-called “neglected disease”. It has been
described that BNZ have hepatic metabolization with o20% of the
drug excreted unchanged by the kidney. However, there are
virtually no studies on the metabolism of BNZ in humans, and very
little information is available from animal studies [24,41–43].
Furthermore, there are no complete data on drug excretion through
the urine, partially because of the lack of available techniques, as
the one developed in this work. Although the samples used in this
experience for validation and application of the proposed technique
might not be enough to obtain general conclusions regarding this
aspect, the higher BNZ value obtained in the pediatric urine is
compatible with the reported for lower plasma dosage and higher
plasmatic clearance from children below seven years old under a
pharmacotherapeutic treatment [44].

3.2. Optimization of MS parameters and MRM transitions

Preliminary experiments were conducted with the purpose of
finding the best instrumental conditions that would allow identi-
fication of BNZ in urine samples at trace levels. BNZ standard
solution (1 mg L�1) in methanol was introduced into the MS
system at a flow rate of 20 μL min�1 via a syringe pump. The
ion-full scan in positive mode (mass spectra from m/z 50 to 300
were recorded) of BNZ indicated the presence of its pseudomole-
cular ion [MþH]þ as the predominant specie, with m/z value of
261.1. Multiple reaction monitoring mode of the precursor–pro-
duct ion transitions was optimized. For quantitative mass spectro-
metric detection, it is generally accepted that a minimum of three
identification points are required to meet the identification per-
formance criteria. In this work, monitoring of one precursor ion
and three daughter ions “earned” 5.5 identification points (1 for
the parent ion and 1.5 for each daughter ion) and, therefore,
fulfilled the mentioned criteria giving the necessary specificity to
identify a substance correctly. Specific charged fragments for the
studied analyte are listed in Table 1. The optimization of the ions
production and fragmentation conditions permitted the analyte's
sensitive and selective detection. As a result, the area under the
most sensitive transition: 261.14107.3 was measured for quanti-
fication purposes.

3.3. Chromatographic procedure

To improve BNZ chromatographic retention, a reversed phase
column was used and several mobile phases such as methanol,
acetonitrile, and water were investigated. The results indicated

Table 1
Mass spectrometric conditions for the generation and fragmentation of BNZ.

Transitions (m/z) Dwell (s) Cone (V) Collision (V)

261.14148.2
261.14107.3a 0.08 25 18
261.1491.1

a Transition used for quantification.
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that a mixture of water/acetonitrile as gradient solvents were
optimal to allow formation of a fine spray of small droplets in the
ESI interface. To enhance the signal response, mobile phase
additives such as acetic acid and formic acid were also studied.
The type (acetic or formic acid) and concentration (from 0.05% to
4.0% (v/v)) of additive were evaluated. The use of formic acid led to
improved peak shape and retention time compared to acetic acid.
The use of either one gave improved retention time, peak shape,
and sensitivity compared to no additive. As a result, a 0.1% (v/v)
formic acid concentration provided the maximum response for the
generation of the protonated [MþH]þ BNZ ion, which was used
for further MRM experiments. The effect of the mobile phase flow
rate on the separation/retention of BNZ was evaluated using van
Deemter plots. Ten microliters of the standard sample was injected
onto the reversed phase system at varying flow rates, from 0.1 to
1.0 mL min�1 with isocratic separation. Thus, a flow rate of
0.15 mL min�1 gave the best results in terms of chromatographic
conditions and ESI efficiency. Under the optimal mentioned con-
ditions, the analyte was eluted at 2.88 min (Fig. 2) from the
column within a 5.0 min total run cycle, which were shorter than
the ones recently reported by other authors [33,34,36].

3.4. Evaluation of matrix effect

As mentioned in Section 2.4, after selecting the proper chro-
matographic conditions, the effect of the biological matrix under
study (urine) was evaluated by comparing the signal of BNZ in
pure solvent to the signal in the diluted and non-diluted sample
matrix. Thus, calibration curves from spiked matrix and spiked
pure solvent samples were created. Although analyte's liquid–
liquid extraction was performed, BNZ response reduction of
approximately 90% in both, diluted and non-diluted matrices,
due to the urine interference was observed. As a consequence,
its quantification was carried out following the standard addition
method.

3.5. Analytical performance

A Certified Reference Material of the studied matrices with an
informed value for BNZ does not exist. As a consequence, recovery
of additions of known amounts of the analyte to a blank matrix
was used. Thus, spiked urine samples were analyzed and recovery
values better than 95.5% were achieved.

As mentioned in Section 2.5, repeatability (intraday precision)
and reproducibility (interday precision) were evaluated. The
obtained results are summarized in Table 2. In summary and
taking into account the matrix complexity, the reported values for
the method assessment parameters could be considered highly
satisfactory.

The limit of detection (LoD) and limit of quantification (LoQ)
were calculated as the signal equivalent to respectively 3 times
and 10 times the background chromatography noise under work-
ing conditions. Thus, the obtained LoD and LoQ concentration
values were 0.7570.03 and 4.8570.05 μg L�1 respectively.

3.6. Sample analysis

Once the optimal conditions were established, the developed
methodology was applied to the analysis of real urine samples. The
mean BNZ concentration were 29.4 μg mL�1 and 22.6 μg mL�1 for
the pediatric and the adult samples respectively.

4. Conclusions

A sensitive and selective analytical method for the chromato-
graphic separation and determination of BNZ in urine samples
based on the use of a reversed-phase liquid chromatography
coupled to tandem mass spectrometry was developed and pro-
posed for first time. The rapidness, selectivity, and sensitivity
characteristics of the proposed methodology in the complex

Fig. 2. Representative chromatogram of BNZ in spiked urine samples. Ionization and mass spectrometric conditions: electrospray ionization in positive mode associated to
mass spectrometric detection in multiple reaction monitoring mode (experimental parameters as described in Section 2.2). Chromatographic approach: C18 column; mobile
phase H2O:ACN gradient mode containing 0.1% (v/v) formic acid; mobile phase flow rate: 0.15 mL min�1; temperature: 30 1C; BNZ standard concentration: 100 μg L�1;
sample injection volume: 10 μL.

Table 2
Intra and inter-day variability for the LC–MS/MS analysis of benznidazole.

Concentration
level (lg L�1)

Intra-day RSD (%)a Inter-day RSD (%)a

10.0 3.9 7.0
100.0 3.7 5.8
500.0 3.2 6.5

1000.0 2.4 6.3
5000.0 2.8 6.2

10,000.0 2.1 6.2
25,000.0 2.0 6.3
50,000.0 2.1 6.0

a RSD (%)¼Relative Standard Deviation.

N. Martínez et al. / Talanta 131 (2015) 656–660 659



matrix under study were demonstrated. Our studies showed that
matrix effects should be carefully assessed when biological fluids
are involved. Finally, methodology developed could be of great
interest for monitoring BNZ variations in clinical and pharmaco-
logical studies.

Acknowledgments

The authors would like to gratefully acknowledge the financial
support received from Consejo Nacional de Investigaciones Cien-
tíficas y Técnicas (CONICET), Agencia Nacional de Promoción
Científica y Tecnológica, Universidad Nacional de San Luis (INQUI-
SAL). We also thank Drs. Jaime Altcheh and Facundo García-
Bournissen (Servicio de Parasitología y Chagas, Hospital Gutierrez,
Buenos Aires) for providing the real patient specimens used in this
work, and Dr. Frank Kero for his assistance and comments.

References

[1] WHO Expert Committee on the Control of Chagas Disease & World Health
Organization. Report of the WHO Expert Committee on the Control of Chagas
Disease, World Health Organization, Geneva, 2005.

[2] J. Gascón, P. Albajar, E. Cañas, M. Flores, J. Gómez i Prat, R.N. Herrera, C.
A. Lafuente, H.L. Luciardi, A. Moncayo, L. Molina, J. Muñoz, S. Puente, G. Sanz,
B. Treviño, X.S. Salles, Rev. Esp. Cardiol. 60 (2007) 285–293.

[3] Z.E. Yadon, G.A. Schmunis, Am. J. Trop. Med. Hyg. 81 (2009) 927–933.
[4] G.A. Schmunis, Z.E. Yadon, Acta Trop. 115 (2010) 14–21.
[5] Síntesis de la guía de diagnóstico y tratamiento de pacientes con enfermedad

de Chagas, Programa Nacional de Chagas, Ministerio de Salud de la Nación,
Argentina, 2012.

[6] J. Altcheh, M. Biancardi, A. Lapena, G. Ballering, H. Freilij, Rev. Soc. Bras. Med.
Trop. 38 (2005) 41–45.

[7] J.A. Urbina, R. Docampo, Trends Parasitol. 19 (2003) 495–501.
[8] F. Garcia-Bournissen, J. Altcheh, N. Giglio, G. Mastrantonio, C. Omar Della

Vedova, G. Koren, Pediatr. Drugs 11 (2009) 33–37.
[9] J. Jannin, L. Villa, Mem. Inst. Oswaldo Cruz 102 (2007) 95–97.
[10] F.S. Machado, H.B. Tanowitz, M.M. Teixeira, Br. J. Pharmacol. 160 (2010)

258–259.
[11] J.C. Villar, J.A. Marín-Neto, S. Ebrahim, S. Yusuf, Cochrane Database Syst Rev. 1

(2002) CD003463.
[12] World Health Organization, WHO Reporte sobre la enfermedad de Chagas,

Updated in 2007, Buenos Aires (Argentina). Available at: 〈http://www.who.int/
tdr/publications/tdr-research-publications/reporte-enfermedad-chagas/en/
index.html〉 (accessed March 2014).

[13] J. Rodrigues Coura, S.L. de Castro, Mem. Inst. Oswaldo Cruz 97 (2002) 3–24.
[14] J.A. Pérez-Molina, A. Pérez-Ayala, S. Moreno, M.C. Fernández-González,

J. Zamora, R. López-Vélez, J. Antimicrob. Chemother. 64 (2009) 1139–1147.

[15] A.L. de Andrade, F. Zicker, R.M. de Oliveira, S. Almeida Silva, A. Luquetti, L.
R. Travassos, I.C. Almeida, S.S. de Andrade, J.G. de Andrade, C.M. Martelli,
Lancet 348 (1996) 1407–1413.

[16] A.G. Schijman, J. Altcheh, J.M. Burgos, M. Biancardi, M. Bisio, M.J. Levi, H. Freilij,
J. Antimicrob. Chemother. 52 (2003) 441–449.

[17] S. Sosa-Estani, E.L. Segura, A.M. Ruiz, E. Velazquez, B.M. Porcel, C. Yampotis,
Am. J. Trop. Med. Hyg. 59 (1998) 526–529.

[18] J.A. Marin Neto, A. Rassi Jr., C.A. Morillo, A. Avezum, S.J. Connolly, S. Sosa-
Estani, F. Rosas, S. Yusuf, Am. Heart J. 156 (2008) 37–43.

[19] J.A. Marin Neto Jr., A. Rassi Jr., A. Avezum, A.C. Mattos, A. Rassi, Mem. Inst.
Oswaldo Cruz 104 (2009) 319–324.

[20] Apt B. Werner, I.A. Zulantay, Rev. Med. Chile 139 (2011) 247–257.
[21] F. Pires Maximiano, L. Maria de Paula, V. Paulino Figueiredo, I. Mayer de

Andrade, A. Talvani, L.C. Sá-Barreto, M.T. Bahia, M.S. Cunha-Filho, Eur. J. Pharm.
Biopharm. 78 (2011) 377–384.

[22] M.C. Lamas, L. Villaggi, I. Nocito, G. Bassani, D. Leonardi, F. Pascutti, E. Serra,
C. Salomón, Int. J. Pharm. 307 (2006) 239–243.

[23] A.A. Lima, J.L. Soares-Sobrinho, J.L. Silva, R.A. Correa, M.A. Lyra, F.L. Santos, B.
G. Oliveira, M.Z. Hernandes, L.A. Rolim, P.J. Rolim-Neto, J. Pharm. Sci. 100
(2010) 2443–2451.

[24] P. Workman, R.A. White, M.I. Walton, L.N. Owen, P.R. Twentyman, Br. J. Cancer
50 (1984) 291–303.

[25] F.Y. Lee, P. Workman, K.H. Cheeseman, Biochem. Pharmacol. 36 (1987)
1349–1355.

[26] S.N. Moreno, Comp. Biochem. Phys. C 91 (1988) 321–325.
[27] A.N. Papas, M.F. Delaney, Anal. Lett. 15 (1982) 739–745.
[28] A.Z. Abu Zuhri, S.I. Al-Khalil, M.S. Suleiman, Anal. Lett. 19 (1986) 453–459.
[29] P.J. Barbeira, G.M. Silva, M.D. Beatriz, N.R. Stradiotto, J. Pharm. Biomed. Anal.

20 (1999) 723–726.
[30] R.F. Bulffer, J.A. Castro, S.L. Fanelli, Acta Bioquím. Clín. Latinoam. 45 (2011)

463–470.
[31] M.S. Nothenberg, G.K. Takeda, R. Najjar, J. Inorg. Biochem. 42 (1991) 217–229.
[32] M.I. Walton, P. Workman, J. Chromatogr. 375 (1986) 190–196.
[33] J.M. Padró, M.E. Marsón, G.E. Mastrantonio, J. Altcheh, F. García-Bournissen,

M. Reta, Talanta 107 (2013) 95–102.
[34] L. Guerrero, M.J. Pinazo, E. Posada, J. Gascón, J. Ribas, D. Soy, Clin. Chem. Lab.

Med. 49 (2011) 77–82.
[35] R. Moreira da Silva, L.T. Oliveira, N.M. Silva Barcellos, J. de Souza, M. de Lana,

Antimicrob. Agents Chemother. 56 (2012) 3344–3348.
[36] Á.A. De Lima, J.L. Sobrinho, J.L. Da Silva Jr., R.A. Corrêa, M.A. Lyra, P.J. Neto,

Quim. Nova 32 (2009) 2196–2199.
[37] M.E. Marson, D. Dana, F. García Bournissen, J. Altcheh, G. Mastrantonio, J. Clin.

Lab. Anal. 27 (2013) 384–390.
[38] T.L. Constantopoulos, G.S. Jacksson, C.G. Enke, J. Am. Soc. Mass Spectrom. 10

(1999) 625–634.
[39] A. Apffel, S. Fischer, G. Goldberg, F.E. Kuhlmann, J. Chromatogr. A 712 (1995)

177–190.
[40] R.J. Steen, P.E. Leonards, U.A. Brinkman, D. Barceló, J. Tronczynski, T.A. Albanis,

W.P. Cofino, Environ. Toxicol. Chem. 18 (1999) 1574–1581.
[41] M.I. Walton, P. Workman, Biochem. Pharmacol. 36 (1987) 887–896.
[42] R.W. Richle, J. Raaflaub, Acta Trop. 37 (1980) 257–261.
[43] P. Workman, M.I. Walton, F.Y. Lee, Biochem. Pharmacol. 35 (1986) 117–119.
[44] J. Altcheh, G. Moscatelli, S. Moroni, N. Giglio, G. Koren, M.E. Marson, G.

Mastrantonio, F. García Bournissen, Proceedings of the 30th Annual Meeting
of the European Society for Paediatric Infectious Diseases, Thessaloniki,
Greece, 2012.

N. Martínez et al. / Talanta 131 (2015) 656–660660

http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref1
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref1
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref1
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref2
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref3
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref4
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref4
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref5
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref6
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref6
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref7
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref8
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref8
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref9
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref9
http://www.who.int/tdr/publications/tdr-research-publications/reporte-enfermedad-chagas/en/index.html
http://www.who.int/tdr/publications/tdr-research-publications/reporte-enfermedad-chagas/en/index.html
http://www.who.int/tdr/publications/tdr-research-publications/reporte-enfermedad-chagas/en/index.html
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref10
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref11
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref11
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref12
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref12
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref12
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref13
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref13
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref14
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref14
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref15
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref15
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref16
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref16
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref17
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref18
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref18
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref18
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref19
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref19
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref20
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref20
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref20
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref21
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref21
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref22
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref22
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref23
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref24
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref25
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref26
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref26
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref27
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref27
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref28
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref29
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref30
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref30
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref31
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref31
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref32
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref32
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref33
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref33
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref34
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref34
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref35
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref35
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref36
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref36
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref37
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref37
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref38
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref39
http://refhub.elsevier.com/S0039-9140(14)00720-6/sbref40

	Development of a LC–MS/MS methodology for the monitoring of the antichagasic drug benznidazole in human urine
	Introduction
	Experimental
	Chemicals and reagents
	Instrumentation and conditions
	Sample collection and preparation
	Sample treatment
	Filtering
	Dryness
	Liquid–liquid extraction


	Evaluation of matrix effect
	Assay performance

	Results and discussion
	Sample preparation optimization
	Optimization of MS parameters and MRM transitions
	Chromatographic procedure
	Evaluation of matrix effect
	Analytical performance
	Sample analysis

	Conclusions
	Acknowledgments
	References




