
Alzheimer's Disease Research Journal    ISSN: 1935-2514 

Volume 3, Number 1  © 2011 Nova Science Publishers, Inc. 

 

 

 

 

AMYLOID PRECURSOR PROTEIN IN CENTRAL 

AND PERIPHERAL CHOLINERGIC SYNAPTOPATHIES 
 

 

 

Virginia Borroni and Francisco J. Barrantes 
Instituto de Investigaciones Bioquímicas de Bahía Blanca and  

UNESCO Chair of Biophysics and Molecular Neurobiology, 

C.C. 857, B8000FWB Bahía Blanca, Argentina 

 

 

ABSTRACT 
 

Alzheimer´s disease is the most widespread form of dementia in the elderly. One of 

the characteristics of this disease is the profound functional deficit of the cholinergic 

system as a consequence of synaptic loss. Amyloid precursor protein (APP) is a type-I 

transmembrane protein present in brain synapses and at the neuromuscular junction in the 

peripheral nervous system. It is developmentally regulated and affects synapse formation 

and cholinergic transmission. Misprocessing of APP leads to the generation of a highly 

fibrillogenic peptide, amyloid beta (A), which aggregates and forms amyloid plaques, 

one of the histological hallmarks of Alzheimer's disease. A can also aggregate at a 

peripheral synapse, the neuromuscular junction, in the form of intracellular lesions 

characteristic of the degenerative muscle disease termed sporadic inclusion body 

myositis. The relationship between the increased production and aggregation of A and 

the synaptic dysfunction observed in the two disorders is not clear, but the similarities 

point to the important role of APP in cholinergic synapses. Here we review the biological 

functions of APP under normal conditions and their dysfunctional counterparts in an 

attempt to explain the involvement of this protein in cholinergic synaptopathies in 

general. 

 

 

INTRODUCTION 
 

Alzheimer‟s disease, the most widespread form of senile dementia, is a 

neurodegenerative disease with progressive decline in cognition and memory. Sporadic 

inclusion body myositis is considered the most common acquired myopathy in patients older 

than 50 years. It is also a degenerative disorder exhibiting a progressive and rather slow 

evolution, from muscle weakness to severe disability of the patient. In addition to affecting 
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the same age-group, the two diseases also share the pathogenesis of amyloid peptide (A) 

accumulation in amyloid plaques generated by amyloidogenic processing of the amyloid 

precursor protein (APP). This short overview discusses recent evidence of the common 

biochemistry, metabolism and physiopathology of APP and derived peptides in the two 

disorders. 

 

 

FUNCTIONAL ROLE AND METABOLISM OF APP  

AND DERIVED FRAGMENTS 
 

Amyloid precursor protein (APP) is a type-I integral membrane protein with a bulky 

domain exposed to the extracellular space, one transmembrane domain and a rather small 

moiety in the cytoplasmic compartment (Figure 1A). APP belongs to a gene family that in 

mammals also includes the APP-like proteins (APLPs), APLP1 and ALPL2. Mutants of APP 

are linked to some cases of early onset in familial Alzheimer's disease [28,36,56,110] and the 

principal proteolysis product of APP, the amyloid peptide (A), is the main component of 

amyloid plaques [33], histopathological hallmarks of Alzheimer's disease and inclusion body 

myositis [9,37,46]. The study of the physiological properties of APP is complicated by the 

occurrence of APP-like proteins APLP1 and APLP2, which display structural and functional 

similarities [5]. It is interesting to note that the A peptide domain (Figure 1A) is unique to 

APP [115]. 

APP exhibits a complex metabolism, involving phosphorylation as well as proteolytic 

cleavage of the protein. Phosphorylation occurs at multiple sites and regulates APP 

processing and its interaction with other proteins [4,80,82]. It was suggested that full-length 

APP is initially targeted to the plasma membrane in the cell soma, then internalized by 

endocytosis and processed in cell body endosomes [42,52,93]. The rate of APP endocytosis is 

therefore intimately linked to and a critical regulatory factor of APP cleavage. The 

segregation of cleaved fragments to different destinations is probably a reflection of the 

multiple functions displayed by APP [67]. 

Two pathways have been described for the proteolytic processing of APP: amyloidogenic 

and non-amyloidogenic (Figure 1B). In the former, the enzyme BACE1 ( site APP-cleaving 

enzyme/ -secretase) cleaves APP after residue 671, releasing a fragment named sAPP- and 

retaining in the membrane a 99-residue long C-terminal fragment, C99. This fragment is 

further cleaved by γ-secretase to release a 40- or 42-amino acid-long A fragment and the 

APP intracellular domain, AICD, into the cytoplasm (Figure 1B). In the non-amyloidogenic 

pathway, APP is first cleaved by ADAM ( secretase) which results in the production of the 

soluble ectodomain sAPP-, and a C-terminal fragment of 83 amino acids, C83. Cleavage of 

C83 by γ-secretase generates a small peptide, p3, and AICD (Figure 1B). Under physiological 

conditions the majority of APP is processed by the non-amyloidogenic pathway, whereas in 

Alzheimer's disease the balance is shifted towards the amyloidogenic pathway. Both 

pathways are regulated and inhibition of one often increases the activity of the other, in a 

typical homeostatic equilibrium. Inhibition of BACE1, for example, decreases brain levels of 

sAPP- while increasing that of sAPP- [31]. This mechanism is analogous to that operating 

in the case of Notch receptors, an important signalling pathway that regulates cell 

differentiation events. These similarities have been used to support the hypothesis that APP 
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and its fragments act as signalling molecules in a physiological context and that disturbance 

of these signalling mechanisms may be causally linked to APP-related diseases such as 

Alzheimer's disease and inclusion body myositis. 

 

 
 

Figure 1. Structure, trafficking and proteolytic processing of APP in the amyloidogenic and non-

amyloidogenic pathways. A) Overall architecture of the amyloid precursor protein. APP is an integral 

membrane protein with a large extracellular domain (ribbon), a single transmembrane domain and a 

short cytoplasmic tail. In the sequence of this protein are the precursors of three active fragments: 

soluble APP (sAPP), amyloid peptide (A) and APP intracellular domain (AICD). B) APP at the 

plasma membrane is cleaved by three different enzymes at three different loci along its sequence:  

secretase cleaves APP at position 1 or 11 of the A region;  secretase digestion site is at position 17, 

and γ secretase cleaves a transmembrane site at position 40-42. The enzyme α-secretase operates within 

the region corresponding to the A sequence, generating a soluble fragment, the ectodomain sAPP-, 

and a C-terminal fragment of 83 amino acids, C83. The latter is further cleaved by a γ-secretase, thus 

releasing the APP intracellular domain (AICD) into the cytoplasmic compartment. The remaining 

membrane fragment, p3, is subsequently degraded. In the amyloidogenic pathway APP is internalized 

by a clathrin-dependent endocytic mechanism and cleaved in endosomes by -secretase, generating a 

soluble fragment, sAPP-, and a C-terminal fragment of 99 amino acids, C99. Cleavage of C99 by γ-

secretase can occur either in endosomes or at the cell surface, to release the amyloid- peptide and 

AICD. Internalization of APP is thus an essential requisite for APP processing by the amyloidogenic 

pathway.  
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APP Intracellular C-Terminal Domain (AICD) 
 

AICD can modulate gene expression in a manner similar to the effect exerted by the 

Notch intracellular domain (NICD), although some controversy remains around the 

identification of AICD target genes [3,41,43,83]. AICD interacts with and is stabilized by the 

nuclear adaptor protein Fe65 [38,51,62,83]. This complex seems to act as a point of 

membrane recruitment for Tip60, a histone acetyltransferase (19,97). At the membrane, Tip60 

is phosphorylated and subsequently translocated to the nucleus together with Fe65, where it 

activates gene transcription [18]. This occurs only when AICD is bound to the membrane 

[18]. Besides its participation in gene transcription, interaction between APP and Fe65 may 

be involved in the regulation of neuronal actin-based membrane motility and neuronal growth 

cone formation [64]. Both processes are important for neurite growth and synapse 

modification. Activity of the AICD generating enzyme, γ-secretase, was shown to be higher 

in embryonic than in adult rat brains [30]. These changes in AICD generation along ontogeny 

and aging suggest a possible physiological action of AICD in synapse development. In 

support of this hypothesis is the observation that APP intracellular sequences are required for 

APP-mediated survival and neuromuscular synapse assembly in vivo [58]. 

As is the case with other proteins, the C-terminal domain of APP also serves as an anchor 

for the endocytic machinery responsible for APP internalization, a structural feature with 

functional implications in APP processing (Figure 1B) [93]. In fact, when APP lacks its 

cytoplasmic internalization motif it accumulates at the plasma membrane and undergoes 

increased α-secretase, but reduced -secretase, cleavage [92]. Since the AICD fragment is 

generated by both the amyloidogenic and non-amyloidogenic pathways, the level and 

functions of AICD may not be affected even in pathologies when there is a misbalance 

between the two routes. This is corroborated by recent findings showing that the production 

of AICD was not decreased by genetic manipulation of BACE1 activity [89] . However, it 

was suggested that nuclear signalling is predominantly mediated by AICD generated from 

amyloidogenic cleavage [34] (Figure 1B). 

 

 

APP Extracellular Domain 
 

The extracellular domain of APP and its derived soluble fragments (sAPP) have also 

been studied in the search for the physiological function of this intriguing molecule. They 

have been implicated in various cellular processes including neuroprotection, memory 

enhancement, regulation of neuronal excitability and synaptic plasticity [23,85,101,115]. 

sAPP- can also rescue anatomical and behavioral defects present in APP knock-out mice, 

although it does not completely revert the phenotype, highlighting the importance of the 

integrity of the APP molecule or relevant fragments thereof for the correct function of the 

synapse [58,87]. 

Overexpression of APP has been reported to increase the number of dendritic spines, 

whereas the opposite is observed when APP levels decrease in cultured hippocampal neurons 

and in transgenic mice in vivo [57]. This effect requires both the extracellular and intracellular 

domains of APP and is accompanied by specific up-regulation of GluR2, a subunit of the 

AMPA-type glutamate receptor, the principal excitatory neurotransmitter system in brain 
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[57]. As shown in Figure 2, sAPP- has also been reported to increase neurite outgrowth by 

an integrin-mediated signalling pathway, but only in the presence of complete APP [112]. 

Interestingly, secreted APP is also necessary for epidermal growth factor-induced 

proliferation of progenitor cells in the adult subventricular zone [17]. Since this area is one of 

the two sites in the adult that contributes with neural progenitor cells capable of producing 

neurons in the adult brain, the endogenous function of secreted APP may be related to adult 

neurogenesis [24]. 

APP has also been suggested to function as a cell-surface receptor. Ligands shown to 

bind APP include A, integrins, the glycoprotein F-spondin and extracellular matrix proteins 

[44,61,95]. sAPP- could then act by competing with full-length APP for the same binding 

sites [112]. Another suggested mechanism includes disruption of cell-surface organization of 

APP. Almost all APP present at the membrane is organized as homodimers, and direct 

binding of sAPP- to APP disturbs this organization. The rupture of APP homodimers was 

shown to be required for the neuroprotective effects of sAPP- to occur [35]. sAPP- 

mediated signaling could therefore occur via two modalities: autocrine and paracrine. 

As previously stated, soluble fragments of APP are generated by both the amyloidogenic 

and non-amyloidogenic pathways. The difference lies in the end-product: 16 amino acids that 

are present in sAPP- and absent in sAPP-. Initial reports have indicated that sAPP- is 

approximately 100-fold more potent than sAPP- in protecting hippocampal neurons against 

various forms of injury [32]. Whether the differences in sequence account for such functional 

differences between the soluble fragments has not yet been fully investigated. 

 

 

Figure 2. Function of different fragments of APP. The soluble fragment derived from the non-

amyloidogenic pathway (sAPP-) has neurotrophic activity, whereas the amyloid peptide (A) derived 

from the amyloidogenic pathway aggregates to form oligomers that are neurotoxic. AICD can act as a 

transcriptional activator of different genes. It also contains the internalization motif that couples APP 

with the clathrin-endocytic machinery. The correct balance between amyloidogenic and non-

amyloidogenic pathways determines synaptic fate. 
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Most studies rely on the function of sAPP-; however, under pathological conditions the 

secretase enzymic activity switches from α to the  modality, implying not only an increase in 

A but also in sAPP- levels. The increase in A and the decrease in sAPP- could thus 

counterbalance the beneficial effect of sAPP- on synapses. In addition, it is also possible 

that sAPP- may function as a dominant negative mutant of sAPP-, thus competing for the 

same binding sites. 

 

 

Amyloid Peptide 
 

The main structural and probably functional difference between APLP1, APLP2 and APP 

is that the latter includes in its sequence the A peptide. As stated before, A can only be 

generated by amyloidogenic processing of APP by the sequential cleavage by  and  

secretases, and is the major component of the amyloid plaques found in the brain of patients 

suffering Alzheimer's disease and in the muscle of patients with inclusion body myositis. In 

normal individuals the 40 amino acid-long peptide (A40) accounts for most of the total A 

population in brain, the rest corresponding to the 42-mer peptide, A42. In contrast, in brains 

of patients suffering from Alzheimer's disease this ratio is altered and the levels of A42 are 

much higher, reaching local concentrations in the pico- to nanomolar range [6]. A42 is also 

the predominant species accumulated in inclusion body myositis muscle fibers [74]. A42 is 

more toxic than A40 and this toxicity is attributed to the increased ability of A42 to 

aggregate and form soluble oligomers [29,114]. Deposition of A in plaques is now being 

considered as a possible mechanism of temporal clearance of this toxic form of the peptide 

instead of the direct cause of the cytotoxicity [39]. A is a minor product of APP cleavage in 

normal individuals and the physiological significance of the amyloidogenic pathway, if any, 

is poorly understood. Furthermore, effects of A on the cell may depend on the state of 

aggregation of the peptide and this is not clearly consigned in all studies, thus precluding 

proper comparison between them. It appears, however, that A is related to signaling 

pathways such as TrkA, MAPK and JNK [15,63,78,79,111] and that A can induce apoptosis 

by activation of p53 [77]. A was also shown to act as a ligand for different neurotransmitter 

receptors in vitro [49,59,76,96]. It has also been suggested that A can act as a modulator of 

synaptic activity and prevent excito-toxicity (Figure 3) [21,22,48,71,72]. Thus the correct 

balance between amyloidogenic and non-amyloidogenic cleavage of APP may be another 

homeostatic modulatory mechanism required for synaptic health, synaptic activity being the 

determinant positive factor [45]. 

 

 

APP AND CHOLINERGIC TRANSMISSION 
 

Cholinergic transmission is mediated by the neurotransmitter acetylcholine (ACh). Upon 

synthesis by the enzyme choline acetyltransferase (ChaT) the natural neurotransmitter is 

accumulated in synaptic vesicles by the vesicular acetylcholine transporter (VAChT). ACh 

released from presynaptic terminals binds to acetylcholine receptors (AChRs) to elicit pre- or 

post-synaptic responses. Most of the ACh is rapidly hydrolyzed by acetylcholinesterase 
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(AChE) to choline. The rate-limiting step in cholinergic transmission is the recycling of 

choline by the high-affinity choline transporter (ChT) located in the presynaptic terminals. 

Regulation of ChT at the synaptic membrane depends on synaptic activity and is attained by 

trafficking of ChT from and to the plasma membrane (Figure 4A) [27,86]. 

 

 

Figure 3. Synaptic activity regulates APP metabolism. Synaptic activity (blue arrows) stimulates the 

non amyloidogenic pathway and increases the concentration of sAPP-, which in turn promotes 

synaptic stabilization. Concomitantly, the amyloidogenic pathway is inhibited. When synaptic activity 

does not reach certain levels the amyloidogenic processing of APP predominates and the increase in A 

induces synaptic loss. This mechanism may serve during development to rescue active synapses from 

the elimination process. 

APP is highly expressed in neurons and muscle where it is located at synaptic sites 

(1,99). At the NMJ, APP is found at pre- and postsynaptic sites. Interaction between pre- and 

postsynaptic APP promotes adhesion and hence APP is involved in synaptogenesis [107]. 

Indeed APP/APLP null NMJs exhibit abnormal apposition of presynaptic proteins with 

postsynaptic AChR clusters [106]. In mammals, APP expression peaks around the second 

postnatal week, i.e. at the developmental period in which the most rapid cortical 

synaptogenesis occurs [57]. In muscle, the APP protein becomes progressively concentrated 

at NMJs as development proceeds and this profile of APP localization correlates with the time 

of polyneuronal synapse elimination (1) . Since synaptic activity can be involved in the non-

amyloidogenic cleavage of APP and sAPP- can act as a stabilizer of synaptic function 

[65,72], APP processing can thus modulate survival of active synapses. When activity is 

reduced, the increase in amyloidogenic and/or the fall in non-amyloidogenic processing could 

result in loss of synapses (Figure 3). In hippocampal neurons in culture, lack of APP is 

accompanied by an increase in the number of functional synapses in young but not in old 
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mice, and this phenotype can be mimicked by inhibition of γ-secretase, suggesting the 

involvement of the A peptide [81]. This reinforces the idea that A generation may be part 

of a negative feedback mechanism that controls neuronal excitability. 

 

 
 

Figure 4. Interaction of APP and its derivatives in a cholinergic synapse. A) Under physiological 

conditions APP can act as an adhesion molecule that stabilizes the cholinergic synapse and correctly 

localizes the high affinity choline transporter (ChT). This ensures the formation of the natural 

neurotransmitter, ACh, and the functionality of the synapse. The secretase pathway is the 

predominantly activated processing pathway under physiological circumstances, and sAPP-exerts its 

neuroprotective action ensuring the correct function of the cholinergic system. B) When APP 

metabolism is not properly regulated as in Alzheimer's disease or inclusion body myositis, the -

secretase pathway is activated and A increases its concentration. This enhances the internalization of 

ChT, thus reducing the uptake of choline and the amount of ACh synthesized; synapse function is then 

compromised. A also interacts with AChE and aggregates to form amyloid plaques. AChR bound to 

A is internalized and this complex can act as a nucleation center that promotes the formation of 

intracellular amyloid plaques and reduces the levels of AChR at the membrane. Amyloid peptide can 

also form membrane pores which permeate Ca
2+

, the concomitant increase in intracellular Ca
2+

 being 

toxic for the synapse. A signaling also induces the hyper-phosphorylation of the tau protein, leading to 

the formation of neurofibrilary tangles. In addition, the activity of the -secretase pathway and its 

neuroprotective properties are reduced. The combination of these multiple actions leads to the loss of 

the central and peripheral cholinergic synapse.  

The specific link between APP, its derivatives and cholinergic synapses is not clear, but 

there is mounting evidence showing that many components of the cholinergic system interact 

with APP or its fragments (Figure 4A). Most of the evidence stems from studies performed in 

the pathological context of Alzheimer's disease, where APP metabolism is misregulated. 
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However, the apparent parallelism in the affectation of central and peripheral cholinergic 

transmissions in APP-related diseases suggests a specific role of APP in the organization of 

the cholinergic system in general. Thus, the APP family of proteins mediates the post-

translational regulation of ChT activity in both the NMJ and in central cholinergic neurons. 

Loss of APP or APP/APLP2 leads to defective ChT localization in the NMJ and reduced ChT 

activity in the central nervous system. AChE was shown to enhance A fibril formation in 

vitro [47], to enhance their neurotoxic effects [2] and to facilitate amyloid plaque formation in 

vivo [84]. Some of these effects are blocked by the homologous enzyme butyryl-

cholinesterase (26). Disruption of cholinergic neurotransmission contributes to the memory 

impairment characteristically associated with Alzheimer's disease [25,108] and nicotine 

treatment and drugs that potentiate central cholinergic function have been shown to improve 

attention and learning and memory performance in patients with mild to moderate 

Alzheimer's disease [113]. 

Muscarinic agonists attenuate both A and tau pathologies and delay the development of 

cognitive impairments in transgenic mice [16]. There is also evidence that A42 binds 

directly to the nicotinic α7-type homomeric AChR with very high affinity and that this 

interaction facilitates intraneuronal accumulation of A (Figure 4B) [69]. The A peptide can 

act as agonist or antagonist of the nicotinic AChR and produce the disregulation of the 

coupling with cell signaling cascades such as ERK-MAPK and JNK-1 [11,50,60,109,111]. 

A can also bind and modulate muscle-type nicotinic AChR [100]. Moreover, AChE and 

neuronal AChR are present in brain amyloid plaques characteristic of Alzheimer‟s disease 

(Figure 4B) [20,105]. A recent study reported that AChR agonists increase APPs secretion 

and reduce A levels [66,70]. These cumulative pieces of evidence support the notion that 

receptor activity and therefore synaptic activity is in itself a neuroprotective mechanism. This 

is also illustrated by the fact that inhibition of 7 or 3 AChR subunit expression reduces the 

level of neurotrophic APPs [66]. 

 

 

APP and Cholinergic Synaptopathies 
 

Brain and skeletal muscle are the only known tissues in humans characterized by the 

pathological accumulation of diverse forms the amyloid peptide (A). This accumulation is 

associated in both tissues with age-related degenerative diseases such as Alzheimer's disease 

and inclusion body myositis (Figure 4B). The amyloid pathology in the central neuron system 

progresses in a neurotransmitter-specific manner, cholinergic neurons being the first and most 

affected [13]. Disruption of cholinergic neurotransmission contributes to the memory 

impairment that characterizes Alzheimer's disease [12,25,108]. Increased processing of APP 

by the amyloidogenic pathway is found in this pathology, with concomitantly higher levels of 

A. Mutations of APP and of its processing enzymes are found in familiar forms of 

Alzheimer's disease, highlighting the importance of this pathway in the pathology of 

cholinergic central synapses [56,110]. 

Sporadic inclusion body myositis is the most common muscle disease in elderly persons. 

It is a degenerative disease that progresses from muscle weakness to severe disability. The 

characteristic histopathological signs of inclusion body myositis are the presence of 

autophagic vacuoles and protein aggregates inside the muscle fiber. As in Alzheimer's 
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disease, there is an inflammatory component that in inclusion body myositis is manifested by 

the presence of cytolytic CD8+ T lymphocytes in the muscle [9]. Vacuoles and protein 

aggregates distinguish inclusion body myositis from polymyositis. In the former case, the 

vacuoles are considered to be autophagic, since they often contain lysosomal components. 

There are two mayor types of aggregates present in the muscle fibers of patients with 

inclusion body myositis: dense plaque-like inclusions containing A and more faint 

inclusions containing phosphorylated tau protein in the form of paired helical filaments. 

These types of aggregates are also found in postmortem brain of Alzheimer's disease patients. 

As with Alzheimer's disease, the role of A in inclusion body myositis is still obscure, but 

there is evidence that it may contribute to the pathogenesis of both diseases. The appearance 

of A-positive deposits precedes vacuolization of the muscle fibers in inclusion body 

myositis [7]. APP processing is altered in inclusion body myositis muscle as well as in 

Alzheimer's disease brain, and this is reflected by increased levels of APP, BACE and two 

components of the γ-secretase complex [10,102,103]. There is also an increase in APP RNA, 

thus suggesting that transcriptional activity is altered [90]. Consequently, there is an 

accumulation of A in affected muscle fibers of patients suffering inclusion body myositis; 

the predominant species is A42, in the form of the more toxic oligomers [9,75,104] Further 

evidence supporting the role of A42 in the development of inclusion body myositis is the 

finding that the muscle weakening phenotype is highly correlated with increasing amounts of 

this peptide [53]. A oligomers are observed neither in control muscle biopsies [73] nor in 

neurons in Alzheimer's disease [88]. More importantly, transgenic mice that selectively 

overexpress full-length human APP develop many of the characteristic pathological findings 

of inclusion body myositis [98]. The transgenic animals accumulate intracellular A and A-

containing fragments in an age-dependent manner, presenting muscle inflammation, centric 

nuclei, vacuolar changes and motor deficits [98]. Moreover, immunization with A attenuates 

the observed muscle pathology and motor impairment in a transgenic mouse model of 

inclusion body myositis [54]. Likewise, early immunization of a mouse transgenic model of 

Alzheimer's disease prevented the development of amyloid plaques, neuritic dystrophy and 

astrogliosis. Treatment of the older animals also reduced the extent and progression of these 

Alzheimer-like neuropathologies [91]. Anti- A immunization was also shown to clear A 

peptide and to reduce phosphorylated tau from human brain of Alzheimer's disease patients 

[94]. 

Despite the similarities, no obvious genetic link exists between inclusion body myositis 

and Alzheimer's disease-related genes such as apolipoprotein E or APP [8,40]. Moreover, 

Alzheimer's disease patients exhibit slightly but significantly elevated levels of A42 peptide 

in their muscle, without any apparent pathological consequences; conversely, during the 

progression of inclusion body myositis brain function seems to be unaffected [55]. This could 

imply tissue-specific functions or regulation of APP and its processing machinery. On the 

other hand it was suggested that if inclusion body myositis developed after dementia, it could 

pass inadverted [68]. It is interesting to note that muscle strength was associated with a 

decreased risk of mild cognitive impairment, an early manifestation of Alzheimer's disease 

[14]. There is also the possibility that central and peripheral cholinergic synapses have 

different adaptive capacities to absorb the alteration in APP metabolism. 
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CONCLUSION 
 

Establishment and survival of peripheral and central cholinergic synapses requires a 

correct balance between the amyloidogenic and non-amyloidogenic processing of APP. 

Alteration of such balance may result in both central and peripheral synaptophathies that 

share many molecular manifestations. 

 

 

ACKNOWLEDGMENTS 
 

Research described in this article was supported in part by PICT 01-12790 and 5-20155 

from FONCYT, Ministry of Science and Technology; PIP No. 6367 from the Argentinian 

Scientific Research Council (CONICET); Philip Morris USA Inc. and Philip Morris 

International to F.J.B. 

 

 

REFERENCES 
 

[1] Akaaboune, M., B. Allinquant, H. Farza, K. Roy, R. Magoul, M. Fiszman, B. W. 

Festoff, and D. Hantai. 2000. Developmental regulation of amyloid precursor protein at 

the neuromuscular junction in mouse skeletal muscle. Mol. Cell Neurosci. 15:355-367. 

[2] Alvarez, A., R. Alarcon, C. Opazo, E. O. Campos, F. J. Munoz, F. H. Calderon, F. 

Dajas, M. K. Gentry, B. P. Doctor, F. G. De Mello, and N. C. Inestrosa. 1998. Stable 

complexes involving acetylcholinesterase and amyloid-beta peptide change the 

biochemical properties of the enzyme and increase the neurotoxicity of Alzheimer's 

fibrils. J. Neurosci. 18:3213-3223. 

[3] An, Y., X. L. Qi, J. J. Pei, Z. Tang, Y. Xiao, and Z. Z. Guan. 2010. Amyloid precursor 

protein gene mutated at Swedish 670/671 sites in vitro induces changed expression of 

nicotinic acetylcholine receptors and neurotoxicity. Neurochem. Int. 57:647-654. 

[4] Ando, K., K. I. Iijima, J. I. Elliott, Y. Kirino, and T. Suzuki. 2001. Phosphorylation-

dependent regulation of the interaction of amyloid precursor protein with Fe65 affects 

the production of beta-amyloid. J. Biol. Chem. 276:40353-40361. 

[5] Anliker, B. and U. Muller. 2006. The functions of mammalian amyloid precursor 

protein and related amyloid precursor-like proteins. Neurodegener. Dis. 3:239-246. 

[6] Aoki, M., I. Volkmann, L. O. Tjernberg, B. Winblad, and N. Bogdanovic. 2008. 

Amyloid beta-peptide levels in laser capture microdissected cornu ammonis 1 

pyramidal neurons of Alzheimer's brain. Neuroreport 19:1085-1089. 

[7] Askanas, V. and W. K. Engel. 2002. Newest pathogenetic considerations in inclusion-

body myositis: possible role of amyloid-beta, cholesterol, relation to aging and to 

Alzheimer's disease. Curr. Rheumatol. Rep. 4:427-433. 

[8] Askanas, V., W. K. Engel, M. Mirabella, K. H. Weisgraber, A. M. Saunders, A. D. 

Roses, and J. McFerrin. 1996. Apolipoprotein E alleles in sporadic inclusion-body 

myositis and hereditary inclusion-body myopathy. Ann. Neurol. 40:264-265. 

[9] Askanas, V., W. K. Engel, and A. Nogalska. 2009. Inclusion body myositis: a 

degenerative muscle disease associated with intra-muscle fiber multi-protein 

aggregates, proteasome inhibition, endoplasmic reticulum stress and decreased 

lysosomal degradation. Brain Pathol. 19:493-506. 



Virginia Borroni and Francisco J. Barrantes  22 

[10] Askanas, V., W. K. Engel, C. C. Yang, R. B. Alvarez, V. M. Lee, and T. Wisniewski. 

1998. Light and electron microscopic immunolocalization of presenilin 1 in abnormal 

muscle fibers of patients with sporadic inclusion-body myositis and autosomal-

recessive inclusion-body myopathy. Am. J. Pathol. 152:889-895. 

[11] Barrantes, F. J., V. Borroni, and S. Valles. 2010. Neuronal nicotinic acetylcholine 

receptor-cholesterol crosstalk in Alzheimer's disease. FEBS Lett. 584:1856-1863. 

[12] Bartus, R. T., R. L. Dean, III, B. Beer, and A. S. Lippa. 1982. The cholinergic 

hypothesis of geriatric memory dysfunction. Science 217:408-414. 

[13] Bell, K. F., A. Ducatenzeiler, A. Ribeiro-da-Silva, K. Duff, D. A. Bennett, and A. C. 

Cuello. 2006. The amyloid pathology progresses in a neurotransmitter-specific manner. 

Neurobiol. Aging 27:1644-1657. 

[14] Boyle, P. A., A. S. Buchman, R. S. Wilson, S. E. Leurgans, and D. A. Bennett. 2009. 

Association of muscle strength with the risk of Alzheimer disease and the rate of 

cognitive decline in community-dwelling older persons. Arch. Neurol. 66:1339-1344. 

[15] Bulbarelli, A., E. Lonati, E. Cazzaniga, F. Re, S. Sesana, D. Barisani, G. Sancini, T. 

Mutoh, and M. Masserini. 2009. TrkA pathway activation induced by amyloid-beta 

(Abeta). Mol. Cell Neurosci. 40:365-373. 

[16] Caccamo, A., S. Oddo, L. M. Billings, K. N. Green, H. Martinez-Coria, A. Fisher, and 

F. M. LaFerla. 2006. M1 receptors play a central role in modulating AD-like pathology 

in transgenic mice. Neuron 49:671-682. 

[17] Caille, I., B. Allinquant, E. Dupont, C. Bouillot, A. Langer, U. Muller, and A. 

Prochiantz. 2004. Soluble form of amyloid precursor protein regulates proliferation of 

progenitors in the adult subventricular zone. Development 131:2173-2181. 

[18] Cao, X. and T. C. Sudhof. 2004. Dissection of amyloid-beta precursor protein-

dependent transcriptional transactivation. J. Biol. Chem. 279:24601-24611. 

[19] Cao, X. and T. C. Sudhof. 2001. A transcriptionally [correction of transcriptively] 

active complex of APP with Fe65 and histone acetyltransferase Tip60. Science 

293:115-120. 

[20] Carson, K. A., C. Geula, and M. M. Mesulam. 1991. Electron microscopic localization 

of cholinesterase activity in Alzheimer brain tissue. Brain Res. 540:204-208. 

[21] Cirrito, J. R., J. E. Kang, J. Lee, F. R. Stewart, D. K. Verges, L. M. Silverio, G. Bu, S. 

Mennerick, and D. M. Holtzman. 2008. Endocytosis is required for synaptic activity-

dependent release of amyloid-beta in vivo. Neuron 58:42-51. 

[22] Cirrito, J. R., K. A. Yamada, M. B. Finn, R. S. Sloviter, K. R. Bales, P. C. May, D. D. 

Schoepp, S. M. Paul, S. Mennerick, and D. M. Holtzman. 2005. Synaptic activity 

regulates interstitial fluid amyloid-beta levels in vivo. Neuron 48:913-922. 

[23] Claasen, A. M., D. Guevremont, S. E. Mason-Parker, K. Bourne, W. P. Tate, W. C. 

Abraham, and J. M. Williams. 2009. Secreted amyloid precursor protein-alpha 

upregulates synaptic protein synthesis by a protein kinase G-dependent mechanism. 

Neurosci. Lett. 460:92-96. 

[24] Conover, J. C. and R. L. Allen. 2002. The subventricular zone: new molecular and 

cellular developments. Cell Mol. Life Sci. 59:2128-2135. 

[25] Coyle, J. T., D. L. Price, and M. R. DeLong. 1983. Alzheimer's disease: a disorder of 

cortical cholinergic innervation. Science 219:1184-1190. 

[26] Diamant, S., E. Podoly, A. Friedler, H. Ligumsky, O. Livnah, and H. Soreq. 2006. 

Butyrylcholinesterase attenuates amyloid fibril formation in vitro. Proc. Natl. Acad. 

Sci. USA 103:8628-8633. 

[27] Ferguson, S. M., V. Savchenko, S. Apparsundaram, M. Zwick, J. Wright, C. J. 

Heilman, H. Yi, A. I. Levey, and R. D. Blakely. 2003. Vesicular localization and 



Amyloid Precursor Protein in Central and Peripheral Cholinergic Synaptopathies 23 

activity-dependent trafficking of presynaptic choline transporters. J. Neurosci. 23:9697-

9709. 

[28] Fidani, L. and A. Goate. 1992. Mutations in APP and their role in beta-amyloid 

deposition. Prog. Clin. Biol. Res. 379:195-214. 

[29] Finder, V. H., I. Vodopivec, R. M. Nitsch, and R. Glockshuber. 2010. The recombinant 

amyloid-beta peptide Abeta1-42 aggregates faster and is more neurotoxic than 

synthetic Abeta1-42. J. Mol. Biol. 396:9-18. 

[30] Franberg, J., H. Karlstrom, B. Winblad, L. O. Tjernberg, and S. Frykman. 2010. 

gamma-Secretase dependent production of intracellular domains is reduced in adult 

compared to embryonic rat brain membranes. PLoS. One. 5:e9772. 

[31] Fukumoto, H., H. Takahashi, N. Tarui, J. Matsui, T. Tomita, M. Hirode, M. Sagayama, 

R. Maeda, M. Kawamoto, K. Hirai, J. Terauchi, Y. Sakura, M. Kakihana, K. Kato, T. 

Iwatsubo, and M. Miyamoto. 2010. A noncompetitive BACE1 inhibitor TAK-070 

ameliorates Abeta pathology and behavioral deficits in a mouse model of Alzheimer's 

disease. J. Neurosci. 30:11157-11166. 

[32] Furukawa, K., B. L. Sopher, R. E. Rydel, J. G. Begley, D. G. Pham, G. M. Martin, M. 

Fox, and M. P. Mattson. 1996. Increased activity-regulating and neuroprotective 

efficacy of alpha-secretase-derived secreted amyloid precursor protein conferred by a 

C-terminal heparin-binding domain. J. Neurochem. 67:1882-1896. 

[33] Giuffrida, M. L., F. Caraci, B. P. De, G. Pappalardo, F. Nicoletti, E. Rizzarelli, and A. 

Copani. 2010. The monomer state of beta-amyloid: where the Alzheimer's disease 

protein meets physiology. Rev. Neurosci. 21:83-93. 

[34] Goodger, Z. V., L. Rajendran, A. Trutzel, B. M. Kohli, R. M. Nitsch, and U. 

Konietzko. 2009. Nuclear signaling by the APP intracellular domain occurs 

predominantly through the amyloidogenic processing pathway. J. Cell Sci. 122:3703-

3714. 

[35] Gralle, M., M. G. Botelho, and F. S. Wouters. 2009. Neuroprotective secreted amyloid 

precursor protein acts by disrupting amyloid precursor protein dimers. J. Biol. Chem. 

284:15016-15025. 

[36] Guardia-Laguarta, C., M. Pera, J. Clarimon, J. L. Molinuevo, R. Sanchez-Valle, A. 

Llado, M. Coma, T. Gomez-Isla, R. Blesa, I. Ferrer, and A. Lleo. 2010. Clinical, 

neuropathologic, and biochemical profile of the amyloid precursor protein I716F 

mutation. J. Neuropathol. Exp. Neurol. 69:53-59. 

[37] Gunther, E. C. and S. M. Strittmatter. 2010. Beta-amyloid oligomers and cellular prion 

protein in Alzheimer's disease. J. Mol. Med. 88:331-338. 

[38] Ha, S., R. Furukawa, and M. Fechheimer. 2010. Association of AICD and Fe65 with 

Hirano bodies reduces transcriptional activation and initiation of apoptosis. Neurobiol. 

Aging. 

[39] Hardy, J. and D. J. Selkoe. 2002. The amyloid hypothesis of Alzheimer's disease: 

progress and problems on the road to therapeutics. Science 297:353-356. 

[40] Harrington, C. R., J. R. Anderson, and K. K. Chan. 1995. Apolipoprotein E type 

epsilon 4 allele frequency is not increased in patients with sporadic inclusion-body 

myositis. Neurosci. Lett. 183:35-38. 

[41] Hass, M. R. and B. A. Yankner. 2005. A {gamma}-secretase-independent mechanism 

of signal transduction by the amyloid precursor protein. J. Biol. Chem. 280:36895-

36904. 

[42] He, X., K. Cooley, C. H. Chung, N. Dashti, and J. Tang. 2007. Apolipoprotein receptor 

2 and X11 alpha/beta mediate apolipoprotein E-induced endocytosis of amyloid-beta 

precursor protein and beta-secretase, leading to amyloid-beta production. J. Neurosci. 

27:4052-4060. 



Virginia Borroni and Francisco J. Barrantes  24 

[43] Hebert, S. S., L. Serneels, A. Tolia, K. Craessaerts, C. Derks, M. A. Filippov, U. 

Muller, and S. B. De. 2006. Regulated intramembrane proteolysis of amyloid precursor 

protein and regulation of expression of putative target genes. EMBO Rep. 7:739-745. 

[44] Ho, A. and T. C. Sudhof. 2004. Binding of F-spondin to amyloid-beta precursor 

protein: a candidate amyloid-beta precursor protein ligand that modulates amyloid-beta 

precursor protein cleavage. Proc. Natl. Acad. Sci. USA 101:2548-2553. 

[45] Hoey, S. E., R. J. Williams, and M. S. Perkinton. 2009. Synaptic NMDA receptor 

activation stimulates alpha-secretase amyloid precursor protein processing and inhibits 

amyloid-beta production. J. Neurosci. 29:4442-4460. 

[46] Hsia, A. Y., E. Masliah, L. McConlogue, G. Q. Yu, G. Tatsuno, K. Hu, D. 

Kholodenko, R. C. Malenka, R. A. Nicoll, and L. Mucke. 1999. Plaque-independent 

disruption of neural circuits in Alzheimer's disease mouse models. Proc. Natl. Acad. 

Sci. USA 96:3228-3233. 

[47] Inestrosa, N. C., A. Alvarez, and F. Calderon. 1996. Acetylcholinesterase is a senile 

plaque component that promotes assembly of amyloid beta-peptide into Alzheimer's 

filaments. Mol. Psychiatry 1:359-361. 

[48] Kamenetz, F., T. Tomita, H. Hsieh, G. Seabrook, D. Borchelt, T. Iwatsubo, S. Sisodia, 

and R. Malinow. 2003. APP processing and synaptic function. Neuron 37:925-937. 

[49] Kelly, B. L. and A. Ferreira. 2006. beta-Amyloid-induced dynamin 1 degradation is 

mediated by N-methyl-D-aspartate receptors in hippocampal neurons. J. Biol. Chem. 

281:28079-28089. 

[50] Kihara, T., S. Shimohama, H. Sawada, K. Honda, T. Nakamizo, H. Shibasaki, T. 

Kume, and A. Akaike. 2001. alpha 7 nicotinic receptor transduces signals to 

phosphatidylinositol 3-kinase to block A beta-amyloid-induced neurotoxicity. J. Biol. 

Chem. 276:13541-13546. 

[51] Kimberly, W. T., J. B. Zheng, S. Y. Guenette, and D. J. Selkoe. 2001. The intracellular 

domain of the beta-amyloid precursor protein is stabilized by Fe65 and translocates to 

the nucleus in a notch-like manner. J. Biol. Chem. 276:40288-40292. 

[52] Kinoshita, A., H. Fukumoto, T. Shah, C. M. Whelan, M. C. Irizarry, and B. T. Hyman. 

2003. Demonstration by FRET of BACE interaction with the amyloid precursor protein 

at the cell surface and in early endosomes. J Cell Sci. 116:3339-3346. 

[53] Kitazawa, M., K. N. Green, A. Caccamo, and F. M. LaFerla. 2006. Genetically 

augmenting Abeta42 levels in skeletal muscle exacerbates inclusion body myositis-like 

pathology and motor deficits in transgenic mice. Am. J. Pathol. 168:1986-1997. 

[54] Kitazawa, M., V. Vasilevko, D. H. Cribbs, and F. M. LaFerla. 2009. Immunization 

with amyloid-beta attenuates inclusion body myositis-like myopathology and motor 

impairment in a transgenic mouse model. J. Neurosci. 29:6132-6141. 

[55] Kuo, Y. M., T. A. Kokjohn, M. D. Watson, A. S. Woods, R. J. Cotter, L. I. Sue, W. M. 

Kalback, M. R. Emmerling, T. G. Beach, and A. E. Roher. 2000. Elevated abeta42 in 

skeletal muscle of Alzheimer disease patients suggests peripheral alterations of 

AbetaPP metabolism. Am. J. Pathol. 156:797-805. 

[56] Lantos, P. L., P. J. Luthert, D. Hanger, B. H. Anderton, M. Mullan, and M. Rossor. 

1992. Familial Alzheimer's disease with the amyloid precursor protein position 717 

mutation and sporadic Alzheimer's disease have the same cytoskeletal pathology. 

Neurosci. Lett. 137:221-224. 

[57] Lee, K. J., C. E. Moussa, Y. Lee, Y. Sung, B. W. Howell, R. S. Turner, D. T. Pak, and 

H. S. Hoe. 2010. Beta amyloid-independent role of amyloid precursor protein in 

generation and maintenance of dendritic spines. Neuroscience 169:344-356. 

[58] Li, H., Z. Wang, B. Wang, Q. Guo, G. Dolios, K. Tabuchi, R. E. Hammer, T. C. 

Sudhof, R. Wang, and H. Zheng. 2010. Genetic dissection of the amyloid precursor 



Amyloid Precursor Protein in Central and Peripheral Cholinergic Synaptopathies 25 

protein in developmental function and amyloid pathogenesis. J. Biol. Chem. 

285:30598-30605. 

[59] Liu, Q., Y. Huang, F. Xue, A. Simard, J. DeChon, G. Li, J. Zhang, L. Lucero, M. 

Wang, M. Sierks, G. Hu, Y. Chang, R. J. Lukas, and J. Wu. 2009. A novel nicotinic 

acetylcholine receptor subtype in basal forebrain cholinergic neurons with high 

sensitivity to amyloid peptides. J. Neurosci. 29:918-929. 

[60] Liu, Q. and J. Wu. 2006. Neuronal nicotinic acetylcholine receptors serve as sensitive 

targets that mediate beta-amyloid neurotoxicity. Acta Pharmacol. Sin. 27:1277-1286. 

[61] Lorenzo, A., M. Yuan, Z. Zhang, P. A. Paganetti, C. Sturchler-Pierrat, M. Staufenbiel, 

J. Mautino, F. S. Vigo, B. Sommer, and B. A. Yankner. 2000. Amyloid beta interacts 

with the amyloid precursor protein: a potential toxic mechanism in Alzheimer's disease. 

Nat. Neurosci. 3:460-464. 

[62] Ma, Q. H., T. Futagawa, W. L. Yang, X. D. Jiang, L. Zeng, Y. Takeda, R. X. Xu, D. 

Bagnard, M. Schachner, A. J. Furley, D. Karagogeos, K. Watanabe, G. S. Dawe, and Z. 

C. Xiao. 2008. A TAG1-APP signalling pathway through Fe65 negatively modulates 

neurogenesis. Nat. Cell Biol. 10:283-294. 

[63] Ma, Q. L., F. Yang, E. R. Rosario, O. J. Ubeda, W. Beech, D. J. Gant, P. P. Chen, B. 

Hudspeth, C. Chen, Y. Zhao, H. V. Vinters, S. A. Frautschy, and G. M. Cole. 2009. 

Beta-amyloid oligomers induce phosphorylation of tau and inactivation of insulin 

receptor substrate via c-Jun N-terminal kinase signaling: suppression by omega-3 fatty 

acids and curcumin. J. Neurosci. 29:9078-9089. 

[64] McLoughlin, D. M. and C. C. Miller. 2008. The FE65 proteins and Alzheimer's 

disease. J. Neurosci. Res. 86:744-754. 

[65] Morimoto, T., I. Ohsawa, C. Takamura, M. Ishiguro, and S. Kohsaka. 1998. 

Involvement of amyloid precursor protein in functional synapse formation in cultured 

hippocampal neurons. J. Neurosci. Res. 51:185-195. 

[66] Mousavi, M. and E. Hellstrom-Lindahl. 2009. Nicotinic receptor agonists and 

antagonists increase sAPPalpha secretion and decrease Abeta levels in vitro. 

Neurochem. Int. 54:237-244. 

[67] Muresan, V., N. H. Varvel, B. T. Lamb, and Z. Muresan. 2009. The cleavage products 

of amyloid-beta precursor protein are sorted to distinct carrier vesicles that are 

independently transported within neurites. J. Neurosci. 29:3565-3578. 

[68] Murphy, M. P. and T. E. Golde. 2006. Inclusion-body myositis and Alzheimer disease: 

two sides of the same coin, or different currencies altogether? Neurology 66:S65-S68. 

[69] Nagele, R. G., M. R. D'Andrea, W. J. Anderson, and H. Y. Wang. 2002. Intracellular 

accumulation of beta-amyloid(1-42) in neurons is facilitated by the alpha 7 nicotinic 

acetylcholine receptor in Alzheimer's disease. Neuroscience 110:199-211. 

[70] Nie, H. Z., S. Shi, R. J. Lukas, W. J. Zhao, Y. N. Sun, and M. Yin. 2010. Activation of 

alpha7 nicotinic receptor affects APP processing by regulating secretase activity in SH-

EP1-alpha7 nAChR-hAPP695 cells. Brain Res. 1356:112-120. 

[71] Niidome, T., Y. Goto, M. Kato, P. L. Wang, S. Goh, N. Tanaka, A. Akaike, T. Kihara, 

and H. Sugimoto. 2009. Non-fibrillar amyloid-beta peptide reduces NMDA-induced 

neurotoxicity, but not AMPA-induced neurotoxicity. Biochem. Biophys. Res. 

Commun. 386:734-738. 

[72] Nitsch, R. M., S. A. Farber, J. H. Growdon, and R. J. Wurtman. 1993. Release of 

amyloid beta-protein precursor derivatives by electrical depolarization of rat 

hippocampal slices. Proc. Natl. Acad. Sci. USA 90:5191-5193. 

[73] Nogalska, A., C. D'Agostino, W. K. Engel, W. L. Klein, and V. Askanas. 2010. Novel 

demonstration of amyloid-beta oligomers in sporadic inclusion-body myositis muscle 

fibers. Acta Neuropathol. 



Virginia Borroni and Francisco J. Barrantes  26 

[74] Nogalska, A., C. D'Agostino, W. K. Engel, W. L. Klein, and V. Askanas. 2010. Novel 

demonstration of amyloid-beta oligomers in sporadic inclusion-body myositis muscle 

fibers. Acta Neuropathol. 

[75] Nogalska, A., C. D'Agostino, W. K. Engel, W. L. Klein, and V. Askanas. 2010. Novel 

demonstration of amyloid-beta oligomers in sporadic inclusion-body myositis muscle 

fibers. Acta Neuropathol. 

[76] Oddo, S. and F. M. LaFerla. 2006. The role of nicotinic acetylcholine receptors in 

Alzheimer's disease. J. Physiol Paris 99:172-179. 

[77] Ohyagi, Y., H. Asahara, D. H. Chui, Y. Tsuruta, N. Sakae, K. Miyoshi, T. Yamada, H. 

Kikuchi, T. Taniwaki, H. Murai, K. Ikezoe, H. Furuya, T. Kawarabayashi, M. Shoji, F. 

Checler, T. Iwaki, T. Makifuchi, K. Takeda, J. Kira, and T. Tabira. 2005. Intracellular 

Abeta42 activates p53 promoter: a pathway to neurodegeneration in Alzheimer's 

disease. FASEB J. 19:255-257. 

[78] Origlia, N., O. Arancio, L. Domenici, and S. S. Yan. 2009. MAPK, beta-amyloid and 

synaptic dysfunction: the role of RAGE. Expert. Rev. Neurother. 9:1635-1645. 

[79] Origlia, N., C. Bonadonna, A. Rosellini, E. Leznik, O. Arancio, S. S. Yan, and L. 

Domenici. 2010. Microglial receptor for advanced glycation end product-dependent 

signal pathway drives beta-amyloid-induced synaptic depression and long-term 

depression impairment in entorhinal cortex. J. Neurosci. 30:11414-11425. 

[80] Pastorino, L., A. Sun, P. J. Lu, X. Z. Zhou, M. Balastik, G. Finn, G. Wulf, J. Lim, S. H. 

Li, X. Li, W. Xia, L. K. Nicholson, and K. P. Lu. 2006. The prolyl isomerase Pin1 

regulates amyloid precursor protein processing and amyloid-beta production. Nature 

440:528-534. 

[81] 7Priller, C., T. Bauer, G. Mitteregger, B. Krebs, H. A. Kretzschmar, and J. Herms. 

2006. Synapse formation and function is modulated by the amyloid precursor protein. 

J. Neurosci. 26:7212-7221. 

[82] Ramelot, T. A. and L. K. Nicholson. 2001. Phosphorylation-induced structural changes 

in the amyloid precursor protein cytoplasmic tail detected by NMR. J. Mol. Biol. 

307:871-884. 

[83] Raychaudhuri, M. and D. Mukhopadhyay. 2011. AICD Overexpression in Neuro 2A 

Cells Regulates Expression of PTCH1 and TRPC5. Int. J. Alzheimers. Dis. 2011. 

[84] Rees, T. M., A. Berson, E. H. Sklan, L. Younkin, S. Younkin, S. Brimijoin, and H. 

Soreq. 2005. Memory deficits correlating with acetylcholinesterase splice shift and 

amyloid burden in doubly transgenic mice. Curr. Alzheimer Res. 2:291-300. 

[85] Reinhard, C., S. S. Hebert, and S. B. De. 2005. The amyloid-beta precursor protein: 

integrating structure with biological function. EMBO J. 24:3996-4006. 

[86] Ribeiro, F. M., S. A. Black, V. F. Prado, R. J. Rylett, S. S. Ferguson, and M. A. Prado. 

2006. The "ins" and "outs" of the high-affinity choline transporter CHT1. J. 

Neurochem. 97:1-12. 

[87] Ring, S., S. W. Weyer, S. B. Kilian, E. Waldron, C. U. Pietrzik, M. A. Filippov, J. 

Herms, C. Buchholz, C. B. Eckman, M. Korte, D. P. Wolfer, and U. C. Muller. 2007. 

The secreted beta-amyloid precursor protein ectodomain APPs alpha is sufficient to 

rescue the anatomical, behavioral, and electrophysiological abnormalities of APP-

deficient mice. J. Neurosci. 27:7817-7826. 

[88] Sakono, M. and T. Zako. 2010. Amyloid oligomers: formation and toxicity of Abeta 

oligomers. FEBS J. 277:1348-1358. 

[89] Sala, F. C., J. V. Fadeeva, A. M. Minogue, M. Citron, L. F. Van, M. Staufenbiel, P. 

Paganetti, D. J. Selkoe, and D. M. Walsh. 2010. beta-Secretase cleavage is not required 

for generation of the intracellular C-terminal domain of the amyloid precursor family 

of proteins. FEBS J. 277:1503-1518. 



Amyloid Precursor Protein in Central and Peripheral Cholinergic Synaptopathies 27 

[90] Sarkozi, E., V. Askanas, S. A. Johnson, W. K. Engel, and R. B. Alvarez. 1993. beta-

Amyloid precursor protein mRNA is increased in inclusion-body myositis muscle. 

Neuroreport 4:815-818. 

[91] Schenk, D., R. Barbour, W. Dunn, G. Gordon, H. Grajeda, T. Guido, K. Hu, J. Huang, 

K. Johnson-Wood, K. Khan, D. Kholodenko, M. Lee, Z. Liao, I. Lieberburg, R. Motter, 

L. Mutter, F. Soriano, G. Shopp, N. Vasquez, C. Vandevert, S. Walker, M. Wogulis, T. 

Yednock, D. Games, and P. Seubert. 1999. Immunization with amyloid-beta attenuates 

Alzheimer-disease-like pathology in the PDAPP mouse. Nature 400:173-177. 

[92] Schobel, S., S. Neumann, M. Hertweck, B. Dislich, P. H. Kuhn, E. Kremmer, B. Seed, 

R. Baumeister, C. Haass, and S. F. Lichtenthaler. 2008. A novel sorting nexin 

modulates endocytic trafficking and alpha-secretase cleavage of the amyloid precursor 

protein. J. Biol. Chem. 283:14257-14268. 

[93] Selkoe, D. J., T. Yamazaki, M. Citron, M. B. Podlisny, E. H. Koo, D. B. Teplow, and 

C. Haass. 1996. The role of APP processing and trafficking pathways in the formation 

of amyloid beta-protein. Ann. N. Y. Acad. Sci. 777:57-64. 

[94] Serrano-Pozo, A., C. M. William, I. Ferrer, E. Uro-Coste, M. B. Delisle, C. A. 

Maurage, C. Hock, R. M. Nitsch, E. Masliah, J. H. Growdon, M. P. Frosch, and B. T. 

Hyman. 2010. Beneficial effect of human anti-amyloid-beta active immunization on 

neurite morphology and tau pathology. Brain 133:1312-1327. 

[95] Small, D. H., H. L. Clarris, T. G. Williamson, G. Reed, B. Key, S. S. Mok, K. 

Beyreuther, C. L. Masters, and V. Nurcombe. 1999. Neurite-outgrowth regulating 

functions of the amyloid protein precursor of Alzheimer's disease. J. Alzheimers. Dis. 

1:275-285. 

[96] Snyder, E. M., Y. Nong, C. G. Almeida, S. Paul, T. Moran, E. Y. Choi, A. C. Nairn, M. 

W. Salter, P. J. Lombroso, G. K. Gouras, and P. Greengard. 2005. Regulation of 

NMDA receptor trafficking by amyloid-beta. Nat. Neurosci. 8:1051-1058. 

[97] Stante, M., G. Minopoli, F. Passaro, M. Raia, L. D. Vecchio, and T. Russo. 2009. Fe65 

is required for Tip60-directed histone H4 acetylation at DNA strand breaks. Proc. Natl. 

Acad. Sci. USA 106:5093-5098. 

[98] Sugarman, M. C., T. R. Yamasaki, S. Oddo, J. C. Echegoyen, M. P. Murphy, T. E. 

Golde, M. Jannatipour, M. A. Leissring, and F. M. LaFerla. 2002. Inclusion body 

myositis-like phenotype induced by transgenic overexpression of beta APP in skeletal 

muscle. Proc. Natl. Acad. Sci. USA 99:6334-6339. 

[99] Tampellini, D., N. Rahman, E. F. Gallo, Z. Huang, M. Dumont, E. Capetillo-Zarate, T. 

Ma, R. Zheng, B. Lu, D. M. Nanus, M. T. Lin, and G. K. Gouras. 2009. Synaptic 

activity reduces intraneuronal Abeta, promotes APP transport to synapses, and protects 

against Abeta-related synaptic alterations. J. Neurosci. 29:9704-9713. 

[100] Tozaki, H., A. Matsumoto, T. Kanno, K. Nagai, T. Nagata, S. Yamamoto, and T. 

Nishizaki. 2002. The inhibitory and facilitatory actions of amyloid-beta peptides on 

nicotinic ACh receptors and AMPA receptors. Biochem. Biophys. Res. Commun. 

294:42-45. 

[101] Turner, P. R., K. O'Connor, W. P. Tate, and W. C. Abraham. 2003. Roles of amyloid 

precursor protein and its fragments in regulating neural activity, plasticity and memory. 

Prog. Neurobiol. 70:1-32. 

[102] Vattemi, G., W. K. Engel, J. McFerrin, J. D. Buxbaum, L. Pastorino, and V. Askanas. 

2001. Presence of BACE1 and BACE2 in muscle fibres of patients with sporadic 

inclusion-body myositis. Lancet 358:1962-1964. 

[103] Vattemi, G., W. K. Engel, J. McFerrin, L. Pastorino, J. D. Buxbaum, and V. Askanas. 

2003. BACE1 and BACE2 in pathologic and normal human muscle. Exp. Neurol. 

179:150-158. 



Virginia Borroni and Francisco J. Barrantes  28 

[104] Vattemi, G., A. Nogalska, E. W. King, C. D'Agostino, F. Checler, and V. Askanas. 

2009. Amyloid-beta42 is preferentially accumulated in muscle fibers of patients with 

sporadic inclusion-body myositis. Acta Neuropathol. 117:569-574. 

[105] Wang, H. Y., D. H. Lee, M. R. D'Andrea, P. A. Peterson, R. P. Shank, and A. B. Reitz. 

2000. beta-Amyloid(1-42) binds to alpha7 nicotinic acetylcholine receptor with high 

affinity. Implications for Alzheimer's disease pathology. J. Biol. Chem. 275:5626-

5632. 

[106] Wang, P., G. Yang, D. R. Mosier, P. Chang, T. Zaidi, Y. D. Gong, N. M. Zhao, B. 

Dominguez, K. F. Lee, W. B. Gan, and H. Zheng. 2005. Defective neuromuscular 

synapses in mice lacking amyloid precursor protein (APP) and APP-Like protein 2. J. 

Neurosci. 25:1219-1225. 

[107] Wang, Z., B. Wang, L. Yang, Q. Guo, N. Aithmitti, Z. Songyang, and H. Zheng. 2009. 

Presynaptic and postsynaptic interaction of the amyloid precursor protein promotes 

peripheral and central synaptogenesis. J. Neurosci. 29:10788-10801. 

[108] Whitehouse, P. J., D. L. Price, A. W. Clark, J. T. Coyle, and M. R. DeLong. 1981. 

Alzheimer disease: evidence for selective loss of cholinergic neurons in the nucleus 

basalis. Ann. Neurol. 10:122-126. 

[109] Wu, J., Y. P. Kuo, A. A. George, L. Xu, J. Hu, and R. J. Lukas. 2004. beta-Amyloid 

directly inhibits human alpha4beta2-nicotinic acetylcholine receptors heterologously 

expressed in human SH-EP1 cells. J. Biol. Chem. 279:37842-37851. 

[110] Yoshioka, K., T. Miki, T. Katsuya, T. Ogihara, and Y. Sakaki. 1991. The 717Val----Ile 

substitution in amyloid precursor protein is associated with familial Alzheimer's 

disease regardless of ethnic groups. Biochem. Biophys. Res. Commun. 178:1141-1146. 

[111] Young, K. F., S. H. Pasternak, and R. J. Rylett. 2009. Oligomeric aggregates of 

amyloid beta peptide 1-42 activate ERK/MAPK in SH-SY5Y cells via the alpha7 

nicotinic receptor. Neurochem. Int. 55:796-801. 

[112] Young-Pearse, T. L., A. C. Chen, R. Chang, C. Marquez, and D. J. Selkoe. 2008. 

Secreted APP regulates the function of full-length APP in neurite outgrowth through 

interaction with integrin beta1. Neural Dev. 3:15. 

[113] Zamani, M. R. and Y. S. Allen. 2001. Nicotine and its interaction with beta-amyloid 

protein: a short review. Biol. Psychiatry 49:221-232. 

[114] Zempel, H., E. Thies, E. Mandelkow, and E. M. Mandelkow. 2010. Abeta oligomers 

cause localized Ca(2+) elevation, missorting of endogenous Tau into dendrites, Tau 

phosphorylation, and destruction of microtubules and spines. J. Neurosci. 30:11938-

11950. 

[115] Zheng, H. and E. H. Koo. 2006. The amyloid precursor protein: beyond amyloid. Mol. 

Neurodegener. 1:5. 

 


