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Abstract: Light provides seeds with information that is essential for the adjustment of their ger-

mination to the conditions that are most favorable for the successful establishment of the future

seedling. The promotion of germination depends mainly on environmental factors, like temperature

and light, as well as internal factors associated with the hormonal balance between gibberellins

(GA) and abscisic acid (ABA), although other hormones such as auxins may act secondarily. While

transcriptomic studies of light-germinating Arabidopsis thaliana seeds suggest that auxins and auxin

transporters are necessary, there are still no functional studies connecting the activity of the auxin

transporters in light-induced seed germination. In this study, we investigated the roles of two auxin

efflux carrier (PIN3 and PIN7) proteins and one auxin influx (AUX1) carrier protein during Arabidopsis

thaliana seed germination. By using next-generation sequencing (RNAseq), gene expression analyses,

hormonal sensitivity assays, and the quantification of indole-3-acetic acid (IAA) levels, we assessed

the functional roles of PIN3, PIN7, and AUX1 during light-induced seed germination. We showed

that auxin levels are increased 24 h after a red-pulse (Rp). Additionally, we evaluated the germination

responses of pin3, pin7, and aux1 mutant seeds and showed that PIN3, PIN7, and AUX1 auxin carriers

are important players in the regulation of seed germination. By using gene expression analysis in

water, fluridone (F), and ABA+F treated seeds, we confirmed that Rp-induced seed germination is

associated with auxin transport, and ABA controls the function of PIN3, PIN7, and AUX1 during

this process. Overall, our results highlight the relevant and positive role of auxin transporters in

germinating the seeds of Arabidopsis thaliana.

Keywords: seed germination; auxin; ABA; hormonal crosstalk; PIN3; PIN7; AUX1; molecular regulation;

Arabidopsis thaliana

1. Introduction

Seed dormancy plays a crucial role in enabling plant populations to adapt to their
environment. The timing of seed germination is intricately shaped by environmental cues
that influence the depth of dormancy and its alleviation, highlighting their paramount
adaptive significance [1]. Key environmental factors, including temperature, light, and
nitrates, govern the relief of seed dormancy, ultimately facilitating the germination of the
seed population [2].

Light plays a pivotal role in the relief of dormancy and in the timing of seed germi-
nation. Phytochromes, which are well-established photoreceptors responsive to Red (R)
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and Far-Red (FR) light are synthesized in their inactive Pr form, which effectively absorbs
R photons to photo-convert them into the active Pfr form, with maximum absorption in
FR, which is the form that induces seed germination [3]. The Arabidopsis thaliana genome
encodes five phytochromes, known as phyA to phyE, all of which have different func-
tions in the control of seed germination [4,5]. The phyA- and phyB-dependent inductions
of germination are spatially separated in the endosperm and embryo [6]. The molecu-
lar mechanisms of light which induce germination are well established [7]. In the dark,
PHYTOCHROME INTERACTING FACTOR 1 (PIF1), also known as PHYTOCHROME
INTERACTING FACTOR 3-LIKE 5 (PIL5), activates the expression of DELLAs, which
represses gibberellic acid (GA) signaling by inhibiting GA biosynthetic and abscisic acid
(ABA) catabolic genes; it also activates GA catabolic and ABA biosynthetic genes, which
results in decreased GA levels and increased ABA levels. Upon R light perception, the Pfr
form of the phytochromes binds to PIL5 and activates its degradation. The decrease in PIL5
reduces DELLAs and results in increasing GA and decreasing ABA levels [8–10]. Thus,
both decreased ABA and increased GA levels are required for the relief of seed dormancy
and subsequent germination. The finely tuned balance between hormone content and
sensitivity in seed tissues (i.e., embryo and endosperm) governs the growth of the embryo
during the germination process. Environmental signals contribute to the regulation of this
balance by altering the expression of different metabolic enzymes, as well as the expres-
sion of positive and negative regulators of GA and ABA, many of which are subjected to
feedback regulation [11].

Even though ABA and GA are the main hormones regulating dormancy and germi-
nation, other hormones, such as auxin, are also involved [12–14], though their roles are
less understood [12]. Auxin can enter the cell through specialized transporters belonging
to the AUXIN RESISTANT 1/LIKE AUX1 family (AUX1/LAX) [15]. The efflux of auxin
relies on transporters from the PIN-formed (PIN) family or P-glycoprotein/ATP-binding
cassette B (ABCB) transporters [16,17]. Notably, the most distinctive characteristic of the
PINs is their polar distribution in the plasma membrane, enabling the directional flow of
auxin. The action of auxin in seed dormancy requires the ABA signaling pathway (and
vice-versa), suggesting that their roles in seed dormancy are interdependent [18]. Auxin
enhances ABA signaling through AUXIN RESPONSE FACTOR10 (ARF10) and ARF16,
functioning upstream of ABI3 [18,19], which, in turn, acts upstream of ABI5 to execute
ABA-responsive inhibition of seed germination [20]. The combined application of indole-3-
acetic acid (IAA) and ABA dramatically inhibits seed germination, suggesting that ABA
may exert its role through the auxin signaling pathway [18,21]. Additionally, axr2 and
axr3 mutant seeds exhibit lower sensitivity to ABA compared to the wild-type, supporting
the notion that ABA’s inhibitory effect on seed germination may occur through the auxin
signaling pathway [18]. Conversely, the activation of auxin signaling leads to the binding of
auxins to TIR1/AFB receptors, resulting in the degradation of AXR2 and AXR3, promoting
the activity of ARF10 and ARF16, thus maintaining ABI3 expression [18]. Furthermore,
ABA represses embryonic axis elongation by enhancing auxin signaling in the elongation
zone of the radicle. The ABA-dependent repression requires auxin transport activity in the
peripheral elongation zone and root cap through AUX1 and PIN2. ABA enhances auxin
responses by downregulating AXR2 expression in an auxin-independent manner [22].

Transcriptional studies demonstrate that phytochromes regulate hormone metabolism
and signaling mainly through PIL5 during seed germination [9]. In imbibed seeds, PIL5
directly regulates auxin-related transcriptional regulators (NIT1, IAA16, and ARF18). For
example, PIL5 activates the expression of ARF18, which encodes a positive signaling
transcription factor, and represses the expression of the IAA16 gene, which encodes a
negative signaling component [10]. Moreover, phyA positively regulates the expression
of ARF18, AXR1, AXR4, ATMYB34, and auxin transporters like PIN1, PIN2, and PIN7 in
Arabidopsis thaliana seeds [4]. However, some auxin metabolic genes, such as CYP79B2 and
NIT3, are repressed in the phyA-dependent germination [4]. These results are in accordance
with another study that analyzed genes regulated by the PIL5-HFR1 module that mediates
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the phyB-dependent germination [23]. These authors showed that genes involved in auxin
signaling and transport, such as AUX1/3, PIN1/2/3/7, SUR1/2, and IAA16, are promoted
in light-treated seeds [23]. Despite the evidence, functional studies connecting the auxin
transporter activity with the photocontrol of germination are still lacking.

In this study, we evaluated the relevance of the auxin transport during seed germi-
nation induced by a red-pulse (Rp) and mediated by the phyB. We showed that the auxin
levels are increased 24 h after the Rp. Additionally, we demonstrated the functional rele-
vance of the auxin efflux (PIN3 and PIN7) and influx (AUX1) carriers mediating Rp-induced
seed germination. Furthermore, we showed that ABA inhibits their function, at least in
part, by repressing PIN7, but not PIN3, and AUX1 gene expression, suggesting that ABA
controls the function of the auxin transporters during light-mediated seed germination.
Overall, our work highlights the relevance of the opposite function of auxin carriers in the
crosstalk with the ABA signaling pathway during induction of dormancy and its positive
role during seed germination.

2. Results

2.1. Transcriptome Analysis Shows That Auxin Signaling Is Altered in R-Induced
Seed Germination

We have previously performed an RNA-sequencing (RNA-seq) analysis of imbibed
wild-type Col-0 seeds in response to Red (Rp) and FR pulses (FRp) mediating the promo-
tion and inhibition of germination [24]. We identified a total of 5785 genes significantly
affected by light: 3099 genes were up-regulated whilst 2686 genes were down-regulated [24].
Based on this experiment, we reanalyzed the data to better understand the role of auxin-
related genes that might be involved in the regulation of seed germination (Figure 1). The
group of genes regulated by R-light was significantly enriched by hormonal genes (RF: 1.3;
p < 4.22 × 10−10), representing 13.25% of the total transcriptome. The auxin signaling path-
way was the third hormonal pathway significantly altered in response to R-light (111 genes;
Figure 1a, Supplementary Table S1). These data confirm that auxins are important players
in regulating R-induced seed germination.
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Figure 1. R-light regulates the expression of auxin-related genes in Col-0 seeds. (a) Number of genes

related to hormonal pathways affected by light. (b) Percentage of hormone-related genes compared

to Gene Annotation. The hormone-related gene annotation list was performed using the AmiGO 2

database. The % was calculated as (# of genes affected in our RNAseq as up or down-regulated/#

of total genes annotated in each hormonal signature) × 100. See Supplementary Table S1 for more

information. BR: brassinosteroids; GA: gibberellic acid; ABA: abscisic acid; JA: jasmonic acid; CIT:

cytokinins; AUX: auxin; ET: ethylene (Data reanalyzed from [24]).

The Gene Ontology enrichment analyses of the 111 auxin-related genes (69 up-
regulated and 42 down-regulated; Supplementary Table S1) revealed that within the up-
regulated genes, genes related to response, transport, metabolism, and auxin homeostasis
were significantly altered in response to the Rp. Some of the up-regulated genes related
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to auxin transport were PIN1, PIN2, PIN3, PIN4, PIN7, AUX1, and SAV3; while IAA
(i.e., IAA11, IAA30, IAA34) and SAUR-like genes were down-regulated (Supplementary
Table S1). These findings confirm that auxins play a significant role in the light-mediated
germination process, affecting its metabolism, signaling, and transport.

2.2. R-Light Alters Auxin Levels in Germinating Seeds

To elucidate the role of auxins in seed germination, we quantified the levels of indole-3-
acetic acid (IAA) in Col-0 seeds. The seeds were incubated for 72 h at 5 ◦C and subsequently
exposed to saturating pulses of R or FR light, while keeping a dark control. The endogenous
auxin levels were measured at specific time points: 0, 5, 12, and 24 h after the light pulses.
The Rp induced 95% of germination, whereas the germination in response to the FRp
was 34%, and 13% in darkness (Figure 2a). We used these seeds to quantify the levels of
IAA. IAA levels were low when seeds received an FRp or were kept in darkness, and they
remained relatively stable at 12 h and 24 h. The reduction in auxin levels by the FRp and
darkness implies that auxin biosynthesis, conjugation, or degradation pathways could be
related to phytochrome-mediated germination. Conversely, seeds irradiated with an Rp
exhibited elevated auxin levels within the first 5 h, followed by a decline to low levels and
levels comparable to those of FRp and dark conditions at 12 h. Notably, 24 h after the Rp,
IAA levels were significantly higher than those found in FRp and darkness, nearly tripling
in value. This result suggests that R-induced seed germination probably enhances auxin
biosynthesis or reduces its conjugation/degradation (Figure 2b). Altogether, our data show
that auxin levels in seeds that undergo R-induced germination display a biphasic response:
(a) an early phase of high auxin levels between 0 and 5 h, likely associated with minimal
degradation of the endogenous auxin levels synthetized during seed embryogenesis in
the mother plant or during seed imbibition in cold; and (b) a late phase beginning at 12 h
after the light pulse, which is possibly linked to de novo synthesis. In summary, our results
suggest the existence of dynamic changes in auxin levels during R-light-induced seed
germination.

ff
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Figure 2. Auxin levels are induced by R-light in germinating seeds of Arabidopsis thaliana. (a) Col-0 seeds

were sown for 2 h in darkness and then irradiated with an FR pulse (FRp). Seeds were then incubated

at 5 ◦C in darkness for 72 h and finally irradiated with a red pulse (Rp) or an FRp. Germination was

counted after 3 d at 25 ◦C. Each bar represents the mean ± SE (n = 6). (b) Quantification of IAA levels

in seeds [pg/mg]. Each point represents the mean ± SE (n = 5). Different letters denote significant

differences among means at the same time point (p < 0.05 by ANOVA followed by Tukey posttest). D:

darkness; FRp: far-red pulse; Rp: red pulse.

2.3. Auxin Transport Is Required in Germinating Seeds

We evaluated the effect of exogenous auxin treatment on seed germination of Col-
0 seeds by using increasing concentrations of Picloram (a synthetic auxin). Seeds were
stratified for 3 days in darkness prior to the Rp. Doses ranging from 0 to 1 mM resulted
in a 50% reduction in seed germination, while higher concentrations completely inhibited
germination (Figure 3a). In addition, we explored the role of auxin transport by using
polar auxin transport inhibitors, namely N-1-naphthylphthalamic acid (NPA), an auxin
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efflux inhibitor, and 1-naphthoxyacetic acid (1-NOA), an auxin influx inhibitor [25]. The
imbibition of seeds in NPA showed a significant impact on germination. At a concentration
of 50 µM, germination was reduced by 35%, and concentrations equal to or above 100 µM
completely inhibited germination (Figure 3b). On the other hand, the addition of doses
between 0 µM and 10 µM of 1-NOA had no effect on seed germination. However, at
higher concentrations, germination was progressively reduced, and completely inhibited
at 500 µM of 1-NOA (Figure 3c). These results strongly suggest that the regulation of
auxin distribution through auxin transporters could play a significant role in R-light
seed germination and that the increased auxin negatively regulates the germination of
Arabidopsis seeds.

 
 

    ≥

ff

ff

Figure 3. The promotion of germination by R-light requires the auxin transport. Col-0 seeds were

sown in a medium supplemented with (a) Picloram, (b) N-1-naphthylphthalamic acid (NPA), and

(c) 1-naphthoxyacetic acid (1-NOA) for 2 h in darkness and then irradiated with an FRp before the

incubation at 5 ◦C in darkness for 3 d. Then the seeds were irradiated with an Rp and germination

was counted after 3 d at 25 ◦C. Each point represents mean ± SE (n ≥ 6).

2.4. PIN3, PIN7, and AUX1 Are Involved in Seed Germination

Our previous results suggest that R-treated seeds have increased endogenous levels
of auxins (Figure 2) and that increased levels of auxins (by the addition of picloram), and
inhibition of auxin transport (by the addition of the auxin transport inhibitors NPA and
1-NOA), can inhibit seed germination (Figure 3). Thus, we evaluated the effects of the
NPA applied in the incubation medium before and after irradiating Col-0 seeds with an
Rp. The rationale of this experimental design was to evaluate the time-course in which
the auxin transport is relevant to induce seed germination. Seeds were imbibed in NPA
200 µM and stratified for 3 days prior to the Rp. Seeds were then transferred to a medium
containing distilled water at different time points (72, 77, 96, 102, 120 h). We also added
positive and negative controls by imbibing seeds solely in water (0 h) or with NPA during
all the experiment (144 h, Figure 4a). Seeds kept in darkness or irradiated with an FRp did
not germinate (Supplementary Figure S1). The germination of Col-0 seeds irradiated with
an Rp was ~80% in water and 0% in NPA 200 µM (0 h and 144 h, respectively; Figure 4b).
The germination levels of seeds imbibed with NPA 200 µM up to 24 h after the Rp (96 h)
was not altered, but longer periods of incubation in NPA 200 µM (102 h and 120 h) reduced
germination to ~20% in Col-0 seeds. These results strongly suggest that auxin transport
plays a crucial role after the 24 h induction of seed germination by the Rp, when the auxin
levels in the seeds are increased (Figure 2b).

Furthermore, we investigated the involvement of the specific auxin efflux (PIN3 and
PIN7) and influx (AUX1) carriers under the same experimental conditions. To achieve this,
we analyzed the germination responses of two null mutant alleles of PIN3 (pin3.3, pin3.4),
two null mutant alleles of PIN7 (pin7.1, pin7.2), and one null mutant allele of AUX1 (aux1.1)
seeds (Figure 4b). When NPA 200 µM was applied in the incubation medium, we observed
that all mutant seeds exhibited greater sensitivity to NPA compared to Col-0. Notably,
pin3.3 mutant seeds did not germinate when NPA 200 µM was maintained in the incubation
medium for 24 h after the R-light pulse (96 h; as shown in Figure 4b). Additionally, pin3.4,
pin7.1, and pin7.2 mutant seeds exhibited a significant reduction in germination compared
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to Col-0, suggesting that the absence of PIN3 and PIN7 has a strong impact on germination.
In the case of aux1.1 seeds, a longer imbibition period was required to suppress germination
(120 h). These data demonstrate that auxin transport plays a pivotal role during R-light-
induced seed germination, and suggest that PIN3, PIN7, and AUX1 are relevant auxin
transporters required for the promotion of seed germination by light.

ff

≥
ff tt ff

tt

Figure 4. Effect of prolonged incubation with NPA on seed germination. (a) Scheme of the experi-

mental protocol. Seeds were incubated for 2 h in darkness and then irradiated with an FRp. Seeds

were then incubated for 3 days at 5 ◦C and irradiated with an Rp. Germination was counted after

3 days at 25 ◦C. The blue bars represent the incubation period in water and the green bars represent

the incubation period in NPA 200 µM. (b) Germination percentage of Col-0 and auxin carriers mutant

seeds in response to an Rp. The incubation medium was supplemented with NPA 200 µM for variable

periods after seed imbibition (0 h, 72 h, 77 h, 96 h, 102 h, 120 h, and 144 h), keeping a control in water

(0 h) and a control in NPA 200 µM (144 h). Each point represents the mean ± SE (n ≥ 6). Different

letters denote significant differences among means at the same time point (p < 0.05 by ANOVA

followed by Tukey posttest). Rp: red pulse.

2.5. ABA Inhibits the Activity of PIN3, PIN7, and AUX1

To investigate the influence of auxin transport on abscisic acid (ABA) sensitivity,
we analyzed the germination of R-treated seeds imbibed in increasing concentrations
of ABA supplemented with Fluridone (F) 100 µM, an inhibitor of ABA synthesis. The
germination of Col-0 seeds was ~90% at concentrations ranging from ABA 0 µM to 0.4 µM.
The addition of 0.6 µM ABA reduced the germination by 65%, and 0.8 µM ABA completely
inhibited the germination of Col-0 seeds (Figure 5). pin3.3, pin3.4, pin7.1, pin7.2, and aux1.1
seeds, on the other hand, exhibited a drastic reduction in germination at 0.4 µM ABA.
This heightened sensitivity to ABA indicates that the absence of PIN3, PIN7, and AUX1
significantly influences the seeds’ response to the inhibitory effects of ABA on germination.
This suggests that both functional auxin efflux (at least through PIN3 and PIN7) as well
as auxin influx (at least through AUX1) transport are necessary for exerting the ABA’s
inhibitory effects on seed germination.
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Figure 5. ABA inhibits the activity of PIN3, PIN7, and AUX1 in Arabidopsis thaliana seeds. Germination

of Col-0, pin3.3, pin3.4, pin7.1, pin7.2, and aux1.1 seeds incubated for 72 h at 5 ◦C, before the Rp.

Seeds were imbibed with increasing doses of ABA. Each point represents the mean ± SE (n ≥ 6).

Different letters denote significant differences among means at the same ABA concentration (p < 0.05

by ANOVA followed by Tukey posttest).

2.6. Red-Light Perception and ABA Alter the Expression of PIN3, PIN7, and AUX1

The interactions between auxin and ABA regulate many developmental processes,
including seed germination [26]. Since we showed that the auxin transporters PIN3, PIN7,
and AUX1 are key components connecting the ABA and auxin signaling cascades, we
evaluated whether their gene expression might be altered in response to ABA. To this end,
we analyzed the gene expression of PIN3, PIN7, and AUX1 when Col-0 seeds were imbibed
in water (control), Fluridone (F), and F supplemented with ABA (ABA+F) (Figure 6). Rp-
treated Col-0 seeds significantly increased the expression of AUX1, PIN7, and PIN3 between
1- and 1.5-folds when compared to the FRp (Figure 6), confirming that the expression of
these genes is modulated by R-light. Interestingly, the absence of ABA in the seeds (by the
addition of F) abolished the changes in the gene expression of AUX1 and PIN3 (Figure 6a,b)
since the FRp increased their expression at similar levels to those exposed to the Rp. These
results suggest a direct ABA-inhibitory effect on the light-mediated gene expression of
these auxin transporters. Furthermore, PIN7 expression is significantly promoted by an
FRp and inhibited by an Rp (Figure 6c), suggesting a complex regulatory mechanism in
this specific auxin transporter in response to light and ABA. Finally, the expression of
auxin transporter genes promoted by an Rp disappeared during the ABA + F treatment
(Figure 6a–c), indicating that the ABA sensitivity also abolishes AUX1, PIN3, and PIN7
light-induced gene expression.

ff tt ff

ffl ff

ffl

ff

Figure 6. Red-light regulates the expression of AUX1, PIN3, and PIN7. Gene expression levels of

(a) AUX1, (b) PIN3, and (c) PIN7 were normalized to PP2A. Col-0 seeds were imbibed in water (control),

fluridone (F) 100 mM, or ABA 1 mM supplemented with F 100 mM (ABA+F) and irradiated with an Rp

or an FRp. Seed samples were harvested 12 h after the pulses. Each bar represents mean ± SE (n = 3).

Different letters denote significant differences among means at the same imbibition treatment (p < 0.05

by Student’s t-test). FRp: far-red pulse; Rp: red pulse.
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3. Discussion

Our results highlight the importance of auxin transport in Arabidopsis seed germina-
tion promoted by light. We demonstrated that R-light, which induces seed germination,
maintains high levels of active auxin immediately after light stimulation, between 0 and 5 h,
and then increases the auxin levels at 24 h (Figure 2). Between 5 and 12 h after the Rp, there
is a significant reduction in auxin levels in the seed tissues showing a biphasic response.
These results suggest that the endogenous auxins from the early phase are the ones formed
during seed maturation in the mother plant, and the auxin levels reached in the late phase
are the result of “de novo” synthesis occurring after seed imbibition. Indole-3-acetic acid
(IAA) in dry seeds is mainly stored as conjugates, which are hydrolyzed during early
imbibition to yield free IAA [27]. The hydrolysis of the IAA conjugates is a rapid process
that allows immediate access of IAA and removes the need for long-distance transport.
This process is followed by tryptophan-dependent auxin biosynthesis in developing tissues
in the root and shoot apex [28]. The increase in IAA in imbibed seeds 24 h after the Rp
suggests that high levels of auxin are a prerequisite important for seed germination and
to further promote the elongation of the embryonic axis, leading to the radicle protrusion.
Under our experimental conditions, when seeds are imbibed in water, germination is
completed within 36 h after the Rp, and this result also agrees with that obtained from
seeds exposed to white light [29].

Furthermore, we showed that auxin transport is relevant for R-light-induced germi-
nation (Figures 3–5) and likely plays a role in maintaining high levels of auxin in seed
tissues, which are essential for the initiation of germination. Our results show that the
germination is repressed when Arabidopsis seeds are imbibed in a medium with 1-NOA or
NPA, which represses the activity of auxin influx and efflux transporters, and the effects
are similar to the addition of high doses of synthetic auxins (Figure 3). Additionally, we
showed that R-light-induced germination is inhibited in pin3, pin7, and aux1 null mutant
seeds, demonstrating that these auxin efflux and influx protein carriers, respectively, are
necessary to promote germination (Figure 4). Interestingly, the auxin influx carrier AUX1
was recently reported to have a positive role in seed germination regulated by histone
H3K9K18 deacetylation. AUX1 has been involved in the radicle growth of germinating
seeds by facilitating the transport and accumulation of auxins in the tip of the radicle [30].

Light-induced germination results from the integration of the signaling networks
of different hormones (Figure 1). The repressive action of ABA on seed germination is
counteracted by the presence of PIN3, PIN7, and AUX1 transporters (Figure 5). The altered
sensitivity to ABA in the mutant seeds underscores the relevance of PIN3, PIN7, and
AUX1 in maintaining a proper germination in response to ABA, highlighting a possible
interplay between auxin transport and ABA signaling on seed germination (Figure 5).
Previous works have documented the crosstalk between auxins and ABA in imbibed
Arabidopsis seeds. For example, arf 10 mutant seeds are hypersensitive to ABA, and MIR160
overexpression counteracts the inhibitory effects of ABA, suggesting a negative regulation
of ARF10 by miR160 when seeds are imbibed in ABA. Contrarily, there are other reports
showing positive effects between auxins and ABA on dormancy and post-germination in
Arabidopsis seeds [12]. Some reports documented a positive correlation between auxin
content/signaling in seed dormancy. Seeds that overexpress auxin content (iaaM-OX) seeds
exhibit strong dormancy, while yuc1/yuc6, tir1/afb3, and tir1/afb2 mutant seeds show reduced
seed dormancy. Auxins can induce dormancy by enhancing ABA sensitivity through the
recruitment of ARF10/16 to maintain ABI3 expression in Arabidopsis seeds [18]. Moreover,
under unfavorable environmental conditions, ABA inhibits the radicle and hypocotyl
growth in cooperation with auxins [22]. Auxin flows in the epidermis and cortex of the axis
elongation zone are critical to repress elongation in response to ABA, and aux1 and pin2
mutants are insensitive to ABA-dependent repression of embryonic axis elongation [22].
ABA represses embryonic axis elongation by enhancing auxin signaling, which involves
the repression of AXR2/IAA7 in the cell elongation zone. Taken together, the effects of
auxin and ABA crosstalk are dependent on the seed status: auxins promote seed dormancy
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when ABA levels in the seeds are high and repress radicle and hypocotyl elongation under
stress conditions mediated by ABA during post-germination events. In opposition, the
results from our work suggest that auxin is relevant in light-mediated seed germination,
and its action involves mechanisms associated with auxin transporters which are inhibited
by ABA.

We have shown that PIN3, PIN7, and AUX1 expression is promoted by R-light, and
ABA affects their expression (Figures 5 and 6). Indeed, the imbibition of seeds with
ABA supplemented with fluridone (ABA+F) abolished the Rp-dependent expression of
PIN3, PIN7, and AUX1 (Figure 6). Interestingly, PIN7 expression was three folds higher
in FRp-treated seeds compared to the Rp-treated ones when seeds were imbibed with
fluridone alone, suggesting that the auxin transporter’s expression involves complex and
opposite regulatory mechanisms mediated by light. These results are in accordance with
previous transcriptomes in germinating seeds that revealed up- and down-regulation
of AUX1, PIN2, and PIN7 genes in response to GA and ABA, respectively [31–33]. In
germinating seeds, the ABA levels are low, and the auxin levels increase; thus, auxin is
redistributed by the auxin transporters into seed tissues to promote the growth of the
radicle. The increase in PIN3, PIN7, and AUX1 gene expression in R-induced germinating
seeds might lead to the relocation of their proteins to the epidermal cells within the
embryonic axis elongation zone. This process would enhance auxin transport, resulting
in elevated auxin levels directed towards the tip of the embryo’s radicle. Consequently,
this enhanced auxin distribution would promote cell elongation, ultimately facilitating
endosperm rupture for seed germination. A similar mode of action has been shown for
PIN2 and AUX1 through the repression of AXR2/IAA7 and AXR3/IAA17 expression in
ABA-treated Arabidopsis seeds [22]. Also, a comparable mechanism involving PIN3 has
been proposed for Arabidopsis seedlings exposed to shade light, where the low R:FR ratio
induces changes in auxin distribution in hypocotyls by relocating PIN3 within the tissues
to enhance the stem elongation growth under dense canopies [34]. Further studies could
unravel the precise mechanisms underlying the expression and activity patterns of auxin
transporters in seeds exposed to different light conditions. Interestingly, ABI4 reduces the
concentration of auxin in the primary root tip by suppressing the expression of PIN1 [35].
In this sense, we cannot discard the reality that, under our experimental conditions, ABI4
could also be altering PIN3 and PIN7 expression through its impact on ABI4-mediated
auxin pathways.

4. Materials and Methods

4.1. Plant Material and Growth Conditions

Arabidopsis thaliana plants were grown as previously described in [24]. Plants were
grown under long day conditions (16 h light/8 h dark, PAR = 100 µmol m−2 s−1) with
an average temperature of 21 ± 2 ◦C. Wild-type and mutant plants were grown together
and their mature seeds were harvested at the same time to avoid differences in post-
maturation that can affect seed germination. Seeds of each genotype were harvested as
a single bulk consisting of at least 5 plants. Seeds were stored in open tubes inside a
closed box and maintained in darkness using silica gel at 4 ◦C until the experiments were
performed. Arabidopsis thaliana wild-type seeds were Columbia-0 (Col-0). In this study, we
used insertional knock-out lines: pin3.3 [36], pin3.4 (Salk_038609), pin7.1 (Salk_044687C),
pin7.2 (CS9366), and aux1 (CS859699).

4.2. Germination Conditions and Light Treatments

Samples of 30 seeds per genotype were sown in clear plastic boxes (40 × 33 × 15 mm),
each containing 10 mL of 0.8% (w/v) agar in demineralized water. To establish a minimum
and equal photo-equilibrium, seeds were imbibed for 2 h in darkness and then irradiated
for 20 min with a saturated far-red pulse (FRp; calculated Pfr/P = 0.03, 42 µmol·m−2·s−1)
to minimize the quantities of Pfr that formed during their development in the mother
plant. Seeds were then stratified at 5 ◦C in darkness for 3 days, prior to the 20 min with a
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saturated Rp (calculated Pfr/P = 0.87, 35 µmol·m−2·s−1) or FRp. After light treatments, the
boxes containing the seeds were wrapped again with black plastic bags and incubated at
25 ◦C for 3 days before germination was determined. The criterion for germination was the
emergence of the radicle.

For the germination assays where hormones were used, 6 biological replicates of
30 seeds were sown in clear plastic boxes (40 × 33 × 15 mm), each containing filter papers
imbibed with 750 µL of 1-NOA (1 µM, 10 µM, 100 µM, 200 µM, and 500 µM), NPA (50 µM,
100 µM, 150 µM, and 200 µM), Picloram (0.1 mM, 1 mM, 10 mM, and 100 mM), and ABA
(0.2 µM, 0.4 µM, 0.6 µM, and 0.8 µM) (Sigma-Aldrich, Steinheim, Germany).

4.3. Window of Sensitivity to NPA

Six biological replicates of 30 seeds each were sown onto filter papers in plastic boxes
(40 × 33 × 15 mm). The filter papers were soaked with 750 µL of hormonal solution or
water, depending on the experiment phase. Seeds soaked in a 200 µM NPA solution were
imbibed for 2 h in darkness and then irradiated for 20 min with a saturated FRp (calculated
Pfr/P = 0.03, 42 µmol·m−2·s−1) to minimize the quantities of Pfr that formed during their
development in the mother plant. Seeds were then stratified at 5 ◦C in darkness for 3 days,
prior to the 20 min with a saturated Rp (calculated Pfr/P = 0.87, 35 µmol·m−2·s−1) or FRp.
After the Rp, the seeds on filter papers soaked with NPA were transferred to new filter
papers soaked in distilled water at different time-points (0 h, 5 h, 24 h, 30 h, and 48 h). We
also kept water and NPA controls. Changes in the solutions were performed under dim
green safe light.

4.4. Quantification of IAA Levels

Six biological replicates of seeds were used for each light treatment. Samples for IAA
quantification (5–10 mg fresh weight) were collected 0, 5, 12, and 24 h after irradiation with
the R and FR pulse, along with the corresponding dark controls. Each sample was homoge-
nized in sodium phosphate buffer containing 1 ng 13C6-IAA internal standard, purified, and
quantified according to [37]. IAA levels were measured using gas chromatography-selected
reaction-monitoring mass spectrometry.

4.5. cDNA Library Preparation and High-Throughput Sequencing, Processing of RNA Sequencing
Reads, and Differential Gene Expression Analysis

This has been originally described in [24]. The RNA-seq data from [24] is available at
the Gene Expression Omnibus (GEO) with this accession: GSE134019.

4.6. Gene Expression Analysis by Quantitative RT–PCR

Seed samples (~5 mg seed dry weight) were sown in clear plastic boxes, each con-
taining 10 mL of 0.8% (w/v) agar in demineralized water and incubated for three days in
darkness at 5 ◦C. Seeds were then irradiated with an Rp or FRp and samples were collected
at 12 h upon light irradiation. After sampling, seeds were immediately frozen in liquid
nitrogen and stored at − 80 ◦C. RNA was extracted using the Spectrum Plant Total RNA
Kit (Sigma-Aldrich, Steinheim, Germany) according to the manufacturer’s protocol. cDNA
was synthesized using M-MLV Reverse Transcriptase (Sigma-Aldrich, Steinheim, Germany)
and oligo-dT primers. The synthesized cDNAs were amplified with Master Mix qPCR
2X with SYBR (Inbio Highway, Tandil, Argentina) using the QuantStudioTM3 (Applied
Biosystems, Foster City, CA, USA). PP2A gene was used as a normalization control. The
primers used are described in Supplementary Table S2.

4.7. Experimental Design and Statistical Analysis

Physiological and hormonal experiments were performed using at least three different
populations of seeds harvested for at least 5 plants. To test for significant differences in the
response of the seeds, we conducted two-way analyses of variance (ANOVAs) for each
WT and mutant group, using the angular transformation of the percentage of germination
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and the InfoStat Software version 2017 (Grupo InfoStat, FCA, Universidad Nacional de
Córdoba, Argentina). Tukey post-test was used to test differences between genotypes
when significant treatment-by-genotype interactions were observed. To test for significant
differences in the gene expression, we conducted Student’s t-test.

Supplementary Materials: The following supporting information can be downloaded at: https:

//www.mdpi.com/article/10.3390/plants13030408/s1. Supplementary Figure S1: Effect of pro-

longed incubation with NPA on the germination of FR-treated seeds and seeds kept in darkness.

Supplementary Table S1: Differential gene expression analyses. Supplementary Table S2: Primers

used in the study.
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6. Lee, K.P.; Piskurewicz, U.; Turečková, V.; Carat, S.; Chappuis, R.; Strnad, M.; Fankhauser, C.; Lopez-Molina, L. Spatially and

Genetically Distinct Control of Seed Germination by Phytochromes A and B. Genes Dev. 2012, 26, 1984–1996. [CrossRef]

7. Farooq, M.A.; Ma, W.; Shen, S.; Gu, A. Underlying Biochemical and Molecular Mechanisms for Seed Germination. Int. J. Mol. Sci.

2022, 23, 8502. [CrossRef]

8. Oh, E.; Kim, J.; Park, E.; Kim, J.I.; Kang, C.; Choi, G. PIL5, a Phytochrome-Interacting Basic Helix-Loop-Helix Protein, Is a Key

Negative Regulator of Seed Germination in Arabidopsis Thaliana. Plant Cell 2004, 16, 3045–3058. [CrossRef] [PubMed]

9. Oh, E.; Yamaguchi, S.; Hu, J.; Yusuke, J.; Jung, B.; Paik, I.; Lee, H.S.; Sun, T.P.; Kamiya, Y.; Choi, G. PIL5, a Phytochrome-Interacting

BHLH Protein, Regulates Gibberellin Responsiveness by Binding Directly to the GAI and RGA Promoters in Arabidopsis Seeds.

Plant Cell 2007, 19, 1192–1208. [CrossRef] [PubMed]

10. Oh, E.; Kang, H.; Yamaguchi, S.; Park, J.; Lee, D.; Kamiya, Y.; Choi, G. Genome-Wide Analysis of Genes Targeted by PHY-

TOCHROME INTERACTING FACTOR 3-LIKE5 during Seed Germination in Arabidopsis. Plant Cell 2009, 21, 403–419. [CrossRef]

[PubMed]

11. Finkelstein, R.; Reeves, W.; Ariizumi, T.; Steber, C. Molecular Aspects of Seed Dormancy. Annu. Rev. Plant Biol. 2008, 59, 387–415.

[CrossRef]

https://www.mdpi.com/article/10.3390/plants13030408/s1
https://www.mdpi.com/article/10.3390/plants13030408/s1
https://doi.org/10.1111/j.0014-3820.2005.tb01751.x
https://www.ncbi.nlm.nih.gov/pubmed/15926687
https://doi.org/10.1093/jxb/erw477
https://doi.org/10.1073/pnas.38.8.662
https://doi.org/10.1093/mp/sst001
https://www.ncbi.nlm.nih.gov/pubmed/23292879
https://doi.org/10.1111/pce.12286
https://doi.org/10.1101/gad.194266.112
https://doi.org/10.3390/ijms23158502
https://doi.org/10.1105/tpc.104.025163
https://www.ncbi.nlm.nih.gov/pubmed/15486102
https://doi.org/10.1105/tpc.107.050153
https://www.ncbi.nlm.nih.gov/pubmed/17449805
https://doi.org/10.1105/tpc.108.064691
https://www.ncbi.nlm.nih.gov/pubmed/19244139
https://doi.org/10.1146/annurev.arplant.59.032607.092740


Plants 2024, 13, 408 12 of 12

12. Shu, K.; Liu, X.D.; Xie, Q.; He, Z.H. Two Faces of One Seed: Hormonal Regulation of Dormancy and Germination. Mol. Plant

2016, 9, 34–45. [CrossRef]

13. Carrera-Castaño, G.; Calleja-Cabrera, J.; Pernas, M.; Gómez, L.; Oñate-Sánchez, L. An Updated Overview on the Regulation of

Seed Germination. Plants 2020, 9, 703. [CrossRef] [PubMed]

14. Longo, C.; Holness, S.; De Angelis, V.; Lepri, A.; Occhigrossi, S.; Ruta, V.; Vittorioso, P. From the Outside to the Inside: New

Insights on the Main Factors That Guide Seed Dormancy and Germination. Genes 2020, 12, 52. [CrossRef] [PubMed]

15. Swarup, R.; Bhosale, R. Developmental Roles of AUX1/LAX Auxin Influx Carriers in Plants. Front. Plant Sci. 2019, 10, 1306.

[CrossRef] [PubMed]

16. Zhou, J.-J.; Luo, J. The PIN-FORMED Auxin Efflux Carriers in Plants. Int. J. Mol. Sci. 2018, 19, 2759. [CrossRef] [PubMed]

17. Geisler, M.; Aryal, B.; di Donato, M.; Hao, P. A Critical View on ABC Transporters and Their Interacting Partners in Auxin

Transport. Plant Cell Physiol. 2017, 58, 1601–1614. [CrossRef] [PubMed]

18. Liu, X.; Zhang, H.; Zhao, Y.; Feng, Z.; Li, Q.; Yang, H.-Q.; Luan, S.; Li, J.; He, Z.-H. Auxin Controls Seed Dormancy through

Stimulation of Abscisic Acid Signaling by Inducing ARF-Mediated ABI3 Activation in Arabidopsis. Proc. Natl. Acad. Sci. USA

2013, 110, 15485–15490. [CrossRef] [PubMed]

19. Zheng, J.; Chen, F.; Wang, Z.; Cao, H.; Li, X.; Deng, X.; Soppe, W.J.J.; Li, Y.; Liu, Y. A Novel Role for Histone Methyltransferase

KYP/SUVH4 in the Control of Arabidopsis Primary Seed Dormancy. N. Phytol. 2012, 193, 605–616. [CrossRef]

20. Lopez-Molina, L.; Mongrand, S.; McLachlin, D.T.; Chait, B.T.; Chua, N.H. ABI5 Acts Downstream of ABI3 to Execute an

ABA-Dependent Growth Arrest during Germination. Plant J. 2002, 32, 317–328. [CrossRef] [PubMed]

21. Brady, S.M.; Sarkar, S.F.; Bonetta, D.; McCourt, P. The ABSCISIC ACID INSENSITIVE 3 (ABI3) Gene Is Modulated by Farnesylation

and Is Involved in Auxin Signaling and Lateral Root Development in Arabidopsis. Plant J. 2003, 34, 67–75. [CrossRef] [PubMed]

22. Belin, C.; Megies, C.; Hauserová, E.; Lopez-Molina, L. Abscisic Acid Represses Growth of the Arabidopsis Embryonic Axis after

Germination by Enhancing Auxin Signaling. Plant Cell 2009, 21, 2253–2268. [CrossRef] [PubMed]

23. Shi, H.; Zhong, S.; Mo, X.; Liu, N.; Nezames, C.D.; Deng, X.W. HFR1 Sequesters PIF1 to Govern the Transcriptional Network

Underlying Light-Initiated Seed Germination in Arabidopsis. Plant Cell 2013, 25, 3770–3784. [CrossRef] [PubMed]

24. Tognacca, R.S.; Servi, L.; Hernando, C.E.; Saura-Sanchez, M.; Yanovsky, M.J.; Petrillo, E.; Botto, J.F. Alternative Splicing Regulation

During Light-Induced Germination of Arabidopsis Thaliana Seeds. Front. Plant Sci. 2019, 10, 1076. [CrossRef] [PubMed]

25. Parry, G.; Delbarre, A.; Marchant, A.; Swarup, R.; Napier, R.; Perrot-Rechenmann, C.; Bennett, M.J. Novel Auxin Transport

Inhibitors Phenocopy the Auxin Influx Carrier Mutation Aux1. Plant J. 2001, 25, 399–406. [CrossRef]

26. Song, J.; Shang, L.; Wang, X.; Xing, Y.; Xu, W.; Zhang, Y.; Wang, T.; Li, H.; Zhang, J.; Ye, Z. MAPK11 Regulates Seed Germination

and ABA Signaling in Tomato by Phosphorylating SnRKs. J. Exp. Bot. 2021, 72, 1677–1690. [CrossRef]

27. Ljung, K.; Bhalerao, R.P.; Sandberg, G. Sites and Homeostatic Control of Auxin Biosynthesis in Arabidopsis during Vegetative

Growth. Plant J. 2001, 28, 465–474. [CrossRef] [PubMed]

28. Ljung, K.; Hull, A.K.; Celenza, J.; Yamada, M.; Estelle, M.; Normanly, J.; Sandberg, G. Sites and Regulation of Auxin Biosynthesis

in Arabidopsis Roots. Plant Cell 2005, 17, 1090–1104. [CrossRef]

29. Chiriotto, T.S.; Saura-Sánchez, M.; Barraza, C.; Botto, J.F. BBX24 Increases Saline and Osmotic Tolerance through ABA Signaling

in Arabidopsis Seeds. Plants 2023, 12, 2392. [CrossRef] [PubMed]

30. Wang, Z.; Chen, F.; Li, X.; Cao, H.; Ding, M.; Zhang, C.; Zuo, J.; Xu, C.; Xu, J.; Deng, X.; et al. Arabidopsis Seed Germination

Speed Is Controlled by SNL Histone Deacetylase-Binding Factor-Mediated Regulation of AUX1. Nat. Commun. 2016, 7, 13412.

[CrossRef]

31. Ogawa, M.; Hanada, A.; Yamauchi, Y.; Kuwahara, A.; Kamiya, Y.; Yamaguchi, S. Gibberellin Biosynthesis and Response during

Arabidopsis Seed Germination. Plant Cell 2003, 15, 1591. [CrossRef] [PubMed]

32. Penfield, S.; Li, Y.; Gilday, A.D.; Graham, S.; Graham, I.A. Arabidopsis ABA INSENSITIVE4 Regulates Lipid Mobilization in the

Embryo and Reveals Repression of Seed Germination by the Endosperm. Plant Cell 2006, 18, 1887. [CrossRef] [PubMed]

33. Nakabayashi, K.; Okamoto, M.; Koshiba, T.; Kamiya, Y.; Nambara, E. Genome-Wide Profiling of Stored MRNA in Arabidopsis

Thaliana Seed Germination: Epigenetic and Genetic Regulation of Transcription in Seed. Plant J. 2005, 41, 697–709. [CrossRef]

34. Keuskamp, D.H.; Pollmann, S.; Voesenek, L.A.C.J.; Peeters, A.J.M.; Pierik, R. Auxin Transport through PIN-FORMED 3 (PIN3)

Controls Shade Avoidance and Fitness during Competition. Proc. Natl. Acad. Sci. USA 2010, 107, 22740–22744. [CrossRef]

[PubMed]

35. Luo, X.; Xu, J.; Zheng, C.; Yang, Y.; Wang, L.; Zhang, R.; Ren, X.; Wei, S.; Aziz, U.; Du, J.; et al. Abscisic Acid Inhibits Primary Root

Growth by Impairing ABI4-Mediated Cell Cycle and Auxin Biosynthesis. Plant Physiol. 2023, 191, 265–279. [CrossRef]
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