
ABSTRACTS

inversion probe sequencing (MIPS) to identify novel variants and 
candidate genes in sporadic trios and familial cases of CPHD and 

candidate genes. We captured genomic DNA from 176 pediatric 

conducted next generation sequencing. We obtained a 600X av-
erage coverage per sample over targeted regions. We discovered 

the most detailed and quantitative system for variant interpretation 

-

-

PROP1 mutations. We are testing the effects of these variants on 

disease causing mutations in CPHD is complicated by phenotypic 
variation and incomplete penetrance. Identifying potential pathogen-

-

and for assessing the risk of future affected individuals.
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-

expression signatures are being developed for radiation biodo-
-

performed a bioinformatic meta-analysis of public microarrays of 

validation of the resulting differentially expressed genes (DEGs) by 
-

-

to detect master regulators transcription factors (TF) from DEGs. 
Human peripheral blood samples from six healthy human donors 

-

-
-

-

in biological processes such as regulation after IR-exposure, DNA 
damage checkpoint, signal transduction by p53 and mitotic cell cycle 
checkpoint. PCNA, TIGAR, DRAM, PLK2 and NUDT15 expressions 

-

by the bioinformatic analysis. Therefore, the detection and validation 
of this six DEGs can provide potential candidates as radiation-ex-
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scan the genome for gains and losses of chromosomal material. 
-

laboratories have begun to implement it. Karyotyping remains to be 
the routine study in public health.
Aim: To report our experience in the use of ArrayCGH for patients 

-

cytogenetic anomaly or had a failed karyotype test.
-
-

(25%) MCA patients presented causal or potentially causal CNVs: 2 

-
-

of microdeletions or duplications that could not be detected by stan-

the data reported in the literature.
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Neutrophils play a prominent role in the formation and resolution of 

-
tion of S. aureus proteins SpA and Sbi to the early recruitment of 
neutrophils during skin infection. Three hour after Intradermal inoc-

-

%, p<0.05). Circulating neutrophils are elicited from the vasculature 

-

-
-

p<0.05). On the con-


