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the stability selection algorithm on the 1021 genes selected on the 
previous step. This algorithm is a resampling procedure to assess 
the stability of variables for high-dimensional data. We obtained a 

-

-

these genes might have the potential to detect aggressive tumors 
and predict BCR at the time of radical prostatectomy.

43. THE MIRNAOME ASSOCIATED TO CTBP1 AND 
METABOLIC SYNDROME IMPACTS ON THE OUTCOME 
OF BREAST CANCER PATIENTS.
Rocío Belén Duca, Paula Lucia Farre, Karen Daniela Graña, 
Guillermo Nicolás Dalton, Georgina Daniela Scalise, Cintia 
Massillo, Adriana De Siervi, Paola De Luca
Laboratorio de Oncología Molecular y Nuevos Blancos Tera-
péuticos - IByME – CONICET 

 
-

en and metabolic syndrome (MeS) constitutes a risk factor for this 
disease. C-terminal binding protein 1 (CTBP1) is a co-repressor of 

/NADH ratio. Previously, 

effect of the CTBP1/MeS-associated miRNAs in survival of BrCa 
patients through the bioinformatics tool PROGmiR. We found that 
in almost all cases, miRNAs effects depend on ER and PR status. 

-
 and PR -

-

ER  BrCa patients. In BrCa PR-

adhesion and migration of BrCa cells through in vitro assays. Thus, 
-

derived clones by RT-qPCR. To identify microRNAome associated 

development of targeted therapies for BrCa associated to MeS. 

44. THEORETICAL AND BIOLOGICAL STUDY OF NEW 
POTENTIAL BRAFV600E INHIBITORS
Ludmila Campos

IMIBIO-SL, CONICET, San Luis, Argentina 
 
Around 50% of melanoma patients express the mutated protein 

-

inhibitors (BRAFi) have been approved for the treatment of meta-
static melanoma: Vemurafenib and Dabrafenib. Considering that tu-

inhibitors. Based on virtual screening, docking and molecular dy-

-

of all the experiments performed. In particular, ERK phosphoryla-

also reduce cell viability (p<0.001). Taking together, these results 

that reduce ERK phosphorylation and cell viability. Moreover, this 
-
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Tridimensional (3D) culture of cancer cells has become a useful 
technique to replicate as close as possible the conditions found in 

-
focal and Single Plane Illumination Microscopy (SPIM). Using glio-

-

effect of drug screening assays.
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cells may undergo differentiation/dedifferentiation processes. TGF-

tumor cells. Our aim is to study oncogenic reprogramming as a cell 

(3D) culture (a property of stem-like cells) and is induced to undergo 
TGFbeta-driven Epithelial-Mesenchymal Transition (EMT). We have 
developed INSECT, a bioinformatic tool to identify genes potentially 
co-regulated by the core factors and SMAD proteins in stem-like 

-

in silico predictions about Ahcyl1 expression being modulated by 
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