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The aim of the contribution of González et al. (2014) was to improve the original
description and validate the taxonomic status of the Patagonian seahorse Hippocampus
patagonicus Piacentino & Luzzatto 2004. To do so, the authors analysed morphologi-
cal and genetic characteristics of seahorses of San Antonio Bay, Argentina. Concerning
both issues, the information presented lacks validity and originality.

MORPHOLOGICAL ANALYSIS

A weak methodology was applied by González et al. (2014) to compare taxa.
Referenced material was not examined. In their contribution, the comparisons were
only made using information of Hippocampus erectus Perry 1810 published by Vari
(1982). In addition, although they mentioned significant differences among species,
the statistical tests performed were not stated.

The authors justified the incorporation of new data to that already analysed by
Piacentino & Luzzatto (2004) because it would offer an ‘easier’ and a ‘clearer’
diagnosis of H. patagonicus. This information, however, did not appear to facilitate
the identification and after their analysis, González et al. (2014) concluded that the
morphological differences among species were only perceptible when a large number
of fish and a broad range of sizes were analysed. They stated that definite identification
relies on genetic analysis.

On the other hand, the relationships between morphological variables proposed by
González et al. (2014) may not be diagnostic of H. patagonicus. The only analysed
data presented came from samples of H. patagonicus of San Antonio Bay, which is
located at the southern limit of the wide distribution of the species (Boehm et al.,
2013). The morphological variables provided could be representative of individuals of
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San Antonio Bay, but to validate those values as diagnostic of the species, individuals
of other localities should have been incorporated in their analysis.

GENETIC ANALYSIS

The genetic analysis published by González et al. (2014) lacks originality. The input
data comprised partial sequences of the mitochondrial gene cytochrome b (cytb), 17 of
the 25 sequences were the same as used by Luzzatto et al. (2012). The phylogenetic tree
that González et al. (2014) obtained was also similar to the one published by Luzzatto
et al. (2012). The results of Luzzatto et al. (2012) already statistically differentiated H.
patagonicus from other taxa, allowing for the taxonomic identification of the species.

To justify the originality of the genetic analysis performed, González et al. (2014)
made fallacious phrases and manipulated contexts. It was stated in their introduction:
‘Recent studies, focused on the phylogeny of the H. erectus complex (Luzzatto et al.,
2012) and the biogeography of Atlantic seahorses (Boehm et al., 2013), have assumed
H. patagonicus as a valid species. In one of these papers, however, Luzzatto et al.
(2012) pointed out that this status needed to be confirmed because the differentiation
from H. erectus is not clear based on morphometric and meristic data published to
date’. The phrase quoted corresponds to the introduction of the study of Luzzatto et al.
(2012). This introduction gave a general remark about the difficulties of differentiating
seahorses when relying only on morphological characteristics. Literally, this intro-
duction read: ‘Given that classical morphological measurements (Lourie et al., 2004)
could not be sufficient to separate related species of seahorses (Teske et al., 2007), the
name H. patagonicus should be validated’. To achieve this goal, Luzzatto et al. (2012)
analysed sequences of cytb of Argentinean seahorses. The molecular analysis per-
formed differentiated H. patagonicus from other taxa, thus validating the status of the
species.

Then, González et al. (2014) concluded: ‘Luzzatto et al. (2012) suggested the pres-
ence of H. patagonicus in southern Brazil, highlighting the need to resolve the taxo-
nomic status of H. erectus in the south-western Atlantic Ocean and the validation of
the name H. patagonicus, as has been done in this study’. Luzzatto et al. (2012) did not
conclude that the name of the species needed to be validated. Moreover, their molecular
analysis had already done so.

CONCLUSION

The morphological variables analysed by González et al. (2014) should have been
compared to referenced material of other species of Hippocampus, and analysed in
specimens of H. patagonicus from other localities than that of San Antonio Bay, if the
aim of the authors was to improve the original description of the species.

Luzzatto et al. (2012) did not leave pending the confirmation of the taxonomic sta-
tus of H. patagonicus, for it was the main result of the study. The work presented
by González et al. (2014) was based on misinterpretations of the original study they
claimed to be improving, and no new considerations were provided about the taxo-
nomic status of H. patagonicus.
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