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Abstract

Elymus scabrifolius is a native C3 South American grass
species. It is valued as forage species adapted to various
environments in Argentina and is also a potential
source of traits for wheat-breeding programmes. Effi-
cient utilization of native genetic resources requires
extensive collection and characterization of available
material. The purpose of this study was to identity
and characterize variability in salt tolerance within
E. scabrifolius populations in Argentina. Specimens of
E. scabrifolius were collected from a wide range of soils
in Argentina, and most populations were found in
saline environments with high sodium levels. Intraspe-
cific variability in salt tolerance was estimated, and its
relation to the salinity level of the populations’ natural
environment was assessed. A principal component
analysis based on growth data distinguished lines from
saline and non-saline habitats only under salt condi-
tions. Results suggest that selecting under stressed
environments is a reasonable strategy for breeding
E. scabrifolius. Lines of saline origin had higher biomass
under both control and saline conditions, suggesting
that higher gains from selection would be obtained if
germplasm from this origin was used, and tillering may
be the most useful indirect selection criterion for
improving salt tolerance. The association between salt
tolerance, ion content and osmotic adjustment was also
assessed. Salt-sensitive lines accumulated high sodium
levels in leaves. However, osmotic adjustment did not
correlate with the maintenance of leaf elongation rates
under salinity in the genotypes included in this study.
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Introduction

Soil salinity and sodicity have long been major con-
straints for increasing crop and beef production in
Australasia, Asia and South America (Rengasamy,
2006; Taleisnik et al., 2008). In addition, anthropogenic
salinity caused by deforestation and overgrazing con-
tributes to the aggravation of the problem (Hatton et al.,
2003; Brown et al., 2005). The final report of Australia’s
National Dryland Salinity Program pointed out that the
future success of salt-tolerant pastures will require
further plant breeding, matching species to soil types
and landscapes and greater understanding of mixed
salt-tolerant pasture management (National Dryland
Salinity Program, 2001). The introduction of salt-toler-
ant perennial species is one of the most promising
alternatives to overcome salinity problems (Rengasamy
et al, 2003; Yunusa and Newton, 2003), and the
development of salt-tolerant perennial forages from
native species adapted to target areas can make
substantial contributions to reclaiming saline areas
(Aronson, 1985; Ashraf, 1994; Shannon, 1997; Flowers
and Flowers, 2005; John et al., 2005). In addition,
native species from saline habitats could be a source of
genes for salt tolerance that may potentially be trans-
ferred to crops (Rogers et al., 2005; Yamaguchi and
Blumwald, 2005; Munns et al., 2006).

Elymus scabrifolius (D6ll) J. H. Hunz [synonym: Elymus
breviaristatus (Hitchc.) A Love subsp. scabrifolium] is a
native South American grass species common in
Argentina and Uruguay (Hunziker, 1998). It is valued
as a forage (Parodi, 1940; Covas, 1978), especially in
areas affected by salinity (Ranmuno, 1980; Vargas
Lopez, 1982), although reports indicate moderate salt
tolerance in this species (Lucero, 1970; Lavado, 1977;
Priano and Pilatti, 1989). An accurate description of this
species is given by Nicora (2006).
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Efficient utilization of native genetic resources
requires extensive collection and characterization of
available material. This had not previously been con-
ducted for E. scabrifolius in Argentina, and no informa-
tion was available on the physiological and genetic basis
of salt tolerance in this species.

Intraspecific variability in tolerance to salt stress has
been reported for perennial species within the Triticeae
(Shannon, 1978; Marcar, 1987; Horst and Dunning,
1989). In other grass species, variability for this trait is
associated with population origin (Venables and Wil-
kins, 1978; Ashraf, 1994). This is not surprising because
specific salt-tolerance mechanisms have evolved in
halophytes, plants naturally adapted to saline environ-
ments (Flowers et al., 1986; Flowers and Colmer, 2008).
Ton exclusion, sodium tissue tolerance (Tester and
Davenport, 2003; Munns and Tester, 2008) and osmotic
adjustment (Zhang et al., 1999) are some physiological
traits most commonly associated with salinity tolerance
in the Gramineae. It is not known whether these traits
also contribute to salt tolerance in E. scabrifolius.
Growth parameters such as dry-matter accumulation
(Munns and Tester, 2008), tillering (Ruan et al., 2008)
and leaf growth (Taleisnik et al., 1997; De Luca et al,
2001) have been used as screening criteria for salt
tolerance in grasses and were used to characterize the
E. scabrifolius populations. The relative magnitude of
salt tolerance normally changes during the life cycle of a
plant (Maas, 1993; Maas et al., 1994; Pearen et al.,
1997), and perennial forage grasses are usually less
tolerant at earlier stages of development (Dewey, 1962;
Shannon et al.,, 1994; Sanderson et al.,, 1997; Taleisnik
et al., 1997). Therefore, this study was conducted in the
first stages of vegetative development.

The purpose of this study was to identify and
characterize salt-tolerance variability within E. scabri-
folius populations in Argentina. To achieve this aim, an
extensive collection of E. scabrifolius populations was
undertaken, and variability to salt tolerance and its
association with some physiological traits was assessed.

Materials and methods

Germplasm collection

Two collecting expeditions were conducted in 2004—
2005 in Argentina. Each followed a predetermined
route in the environments where this species is usually
found. Information about collection sites for E. scabrifo-
lius was obtained from records of herbarium specimens
at the Instituto de Botanica Darwinion (SI) and Facul-
tad de Ciencias Agrarias, Universidad Nacional del
Litoral (SF). The collecting expeditions covered a wide
range of habitats, soil types and management conditions
(Table 1).

Seeds were collected from individual plants (lines),
separated by a minimum of 3-5 m to ensure that a
representative sample was obtained from each popula-
tion. Herbarium specimens were collected and con-
served in the SF Herbarium. Samples from those seeds
have now been conserved at the Germplasm Bank of
INTA (INTA, 2010). Soil samples (0-20 cm) were taken
for analysis of electrical conductivity (EC) and pH.
Seeds from each plant were stored in separate enve-
lopes, at room temperature, until sowing. Multiplica-
tion was carried out at the Facultad de Ciencias Agrarias
(Universidad Nacional del Litoral), Santa Fé, Argentina
(31° 25" S and 60° 56" W). Five to ten caryopses from
each plant were germinated, and only one of the
resulting seedlings was transplanted to the field. E. scab-
rifolius is an autogamous species (P. Tomas, personal
communication); therefore, each plant was considered
a line (‘line’ refers to naturally inbred plants, predom-
inantly homozygous). Caryopses were harvested at
maturity and kept dry at room temperature.

Variability in growth parameters (trial 1)

Forty lines from four populations collected at sites with
contrasting salinity conditions were included in this
study (Figure 1): (i) lines 1-10 from population 34, and
lines 11-20 from population 35 came from a highly
saline and alkaline habitat; and (ii) lines 21-30 from
population 5, and lines 31-40 from population 7 came
from non-saline and non-alkaline habitats. The lines
were chosen at random from each population. Seeds
were germinated in Petri dishes, on filter paper moist-
ened with distilled water, placed in the dark, in a
controlled environment chamber with an alternating
temperature regime of 15°C (16 h) and 20°C (8 h).
These conditions are optimal for germination (Zabala
et al., 2009). Three-day-old seedlings of each line were
transplanted to a plastic net covered with a 1 cm layer
of wet vermiculite and placed on top of a glass box with
nutrient solution (Hoagland and Arnon, 1938). Salini-
zation began when roots emerged through the net (5 d
after transplantation) by adding a NaCl solution that
increased salinity by 40 mm d™!, until 160 mm NaCl
was reached. This salinity level was chosen on the basis
of a preliminary experiment, which indicated that
200 mm NacCl caused early leaf and seedling death in
some genotypes. Controls were not salinized, and the
nutrient solution was renewed once every 2 weeks in
all glass boxes.

Eight seedlings per line were evaluated. Number of
live leaves (LN), length of leaves 3, 4, 5 (LL3, LL4 and
LL5 respectively) and tiller number (TN) were mea-
sured at 60 d after stress initiation. Dry weight of shoots
(SDW) and roots (RDW) and total dry weight (TDW)
were determined at the same time. The dry mass was
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Table I Origin of Elymus scabrifolius populations collected for this study.

Pop. Province (Department) Latitude Longitude Habitat
1 Santa Fé (San Javier) S31°19° W 60° 17 ‘Ruderal’ (roadside*)
2 Santa Fé (San Javier) S 31°29" W 60° 26" ‘Ruderal’ (roadside)
3 Santa Fé (San Javier) S 31°35 W 60° 34" ‘Ruderal’ (roadside)
4 Cérdoba (Cordoba) S 31°20" W 64° 20" Xerophytic forest at the edge of the Primero river
5 Santa Fé (San Cristobal) S 30°22" W 61°10 ‘Ruderal’ (roadside)’
6 Buenos Aires (Punta Indio) S 35°31" W 57° 15" ‘Ruderal” (roadside)
7 Santa Fé (San Cristobal) S30°15 W 61°07 ‘Algarrobal’ (xerophytic forest dominated by the genus Prosopis)t
8 Santa Fé (Santa Fé) S 31°07° W 60° 32’ ‘Saline praire’ (Distichlis spicata praire)
9 Santa Fé (San Justo) S 29°58 W 60° 15" ‘Ruderal’ (roadside)
10 Buenos Aires (Chascomts) S 35°44” W 57° 22’ Spartina spartinae tall grasslands
11 Buenos Aires (Chascomus) S 35°44” W 57° 22’ Edge of Spartina spartinae tall grasslands
12 Santa Fé (San Justo) S 30°19° W 60° 39" ‘Ruderal’ (roadside)
13 Santa Fé (San Javier) S31°19° W 60° 17 ‘Ruderal’ (roadside)
14 Santa Fé (San Javier) ‘Ruderal’ (roadside)
15 Santa Fé (San Cristobal) S 30°32" W 61°107 ‘Ruderal’ (roadside)
16 Santa Fé (San Justo) S 29°58 W 60° 16" ‘Algarrobal” (xerophytic forest dominated by genus Prosopis)
17 Entre Rios (Uruguay) S 32°26" W 58°32 ‘Algarrobal” (xerophytic forest dominated by genus Prosopis)
18 Santa Fé (Santa Fé) S31°177 W 60° 36", ‘Algarrobal’ (xerophytic forest dominated by the genus Prosopis)
19 Santa Fé (San Cristobal) S 31°08 W 60° 57 Panicum prionitis tall grasslands
20 Santa Fé (Santa Fé) S31°01” W 60° 17 ‘Algarrobal” (xerophytic forest dominated by the genus Prosopis)
21 Santa Fé (Santa Fé) S 31°01” W 60° 17" Spartina spartinae tall grasslands
22 Santa Fé (San Javier) S 30° 27"  W60° 05" ‘Ruderal’ (roadside)
23 Santa Fé (Santa Fé) S31°17° W 60° 38 ‘Algarrobal” (xerophytic forest dominated by the genus Prosopis)
24 Tucuman (Leales) S 27°10° W 65° 15 ‘Saline praire’ (Distichlis spicata praire)
25 Santa Fé (Las Colonias) S 31°29" W 60° 46" ‘Chanaral’ (xerophytic forest dominated by Geoffroea decorticans)
26 Santa Fé (Vera) S 29°28 W 60° 06 Spartina spartinae tall grasslands
27 Santa Fé (Santa Fé) S31°17° W 60° 38" ‘Degraded Quebrachal’ (degraded xerophytic forest dominated
by Schinopsis balansae)
28 Santa Fé (Santa Fé) S31°18 W 60° 35" Spartina spartinae tall grasslands
29 Santa Fé (Vera) S 29°41” W 60° 18" ‘Quebrachal” (xerophytic forest dominated by Schinopsis balansae)
30 Santa Fé (Vera) S$29°41” W 60° 18 ‘Quebrachal” (xerophytic forest dominated by Schinopsis balansae)
31 Santa Fé (Vera) S 29°28 W 60° 06 ‘Degraded Quebrachal” (degraded xerophytic forest dominated
by Schinopsis balansae)
32 Buenos Aires (Punta Indio) S 35°42" W 57° 21’ Spartina densiflora tall grasslands
33 Santa Fé (Vera) S 29°40" W 60° 33’ Spartina spartinae tall grasslands
34 Santa Fé (Vera) $29°17° W 59°517 Palm grove of Copernicia alba®
35 Santa Fé (San Cristobal) S 30°22" W 61°10 Spartina spartinae tall grasslands’

*Seeds collected from roadside were not found outside, in the field.

tSeeds of lines of these populations were utilized in experiments.

obtained after drying in an oven at 60°C for 48 h.
Relative dry weight (ReDW) was expressed as percent-
age of dry weight relative to control [(mean of dry
weight in each line under salt stress/control value) x
100].

lon content and osmotic adjustment (trial 2)

Five contrasting lines from trial 1 were used for further
analysis; lines 1, 14 and 19 from saline environments
(the first two with high TDW, the last one with low
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TDW) and lines 21 and 23 from non-saline environ-
ments, with high and low TDW respectively. A new
seed sample was germinated, and the control and salt
stress treatments were imposed as in trial 1, and
growth parameters were measured at 40 d after stress
initiation. Sodium (Na®) and potassium (K*) concen-
tration were determined by flame photometry in
leaves 3, 4, 5 and in tillers. Samples for measuring
osmotic potential were taken from expanding tissues of
leaves 3 and 4. Samples were rehydrated in a humid
chamber and allowed to take up water until constant
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Figure | Salinity characteristics of soils where populations were collected: (a) Electrical conductivity (EC) of the soil saturation
extract (classification according to MA.G., 1982). (b) Soil extract pH (+) selected populations for analysis of salt tolerance.

weight (full turgor) and were then inserted into the
barrel of a 1-ml syringe, immediately frozen and
thawed just prior to the measurement. A drop of sap
was extracted onto a disc of filter paper by pressing the
plunger of the syringe, the disc was then placed into
the chamber of a Wescor HR 33T psychrometer
(Turner, 1981), and readings were taken at the dew
point setting after a 3-min equilibration period.
Osmotic adjustment for the salinity treatment was
calculated as osmotic potential difference between
control and salinized samples.

Data analysis

The data were analysed using INFOSTAT statistical
package (InfoStat, 2009. InfoStat version 2009. Grupo
InfoStat, FCA, Universidad Nacional de Coérdoba,
Argentina.). In trial 1, growth parameters were sub-
jected to a Two-sample t-test to determine whether
means by origin (saline or non-saline) were statistically
different.

Relationships between variables and variability in
lines were examined using multivariate analysis. Means
of variables in forty lines were used in a principal
component analysis (PCA). Two separate PCA were
performed for control and saline treatment.

In order to analyse the variability of biomass accu-
mulation under salt stress in lines coming from saline
habitats and non-saline habitats, genetic parameters
were estimated according to Nyquist and Baker (1991)

Table 2 Analysis of variance and estimate of genetic para-
meters on line basis.

Source of DF (degrees MS (mean
variation of freedom) squares)
Line 19 LMS
Error 140 EMS
Total 159

Genotypic variability (®g) = LMS-EMS /8 (number of replica-
tions).

Phenotypic variance (a;) = @ + EMS.

Coefficient of genotypic determination (CGD) = <I>G/a§.
Coefficient of genotypic variation (CGV) = Vg /m x 100
(where m is the general mean).

Variation index (VI) = CGV/CEV (where CEV is the coefficient
of experimental variation) (CEV is calculated as
V(EMS /8) /m x 100).

and Cock et al. (2002). The coefficient of genotypic
determination (CGD), coefficient of genotypic variation
(CGV) and variation index (VI) on a line basis were
calculated from ANova (Table 2). In each origin
(n = 20), the statistical model was:

Yi=u+ G+ Ej,

where Yj;, observation on the ith genotype in the jth
replication; G;, random effect attributed to ith genotype
(i=1, 2, 3, ..., 20); and E; experimental error

attributed to Y;; observation.

ijr
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In trial 2, variables in each line were subjected to
an ANOVA to determine the significance in salinity
tolerance. In these analyses, differences between means
values were tested for significance using a Tukey test
(P < 0:05).

Results

Naturally occurring E. scabrifolius populations
in Argentina

Seeds of E. scabrifolius were collected from thirty-five
sites in Argentina, and most populations were found in
saline (37%) and very high saline (43%) environments
(Figure la). In Argentina, alkaline soils with pH above
8-8:5 have sodium problems (i.e. sodic soils) and 60%
of the populations were found on soils of this kind
(Figure 1b). Within each origin (saline, very high saline

(a) 600
+ LSD: 170

5001 b %
400
300_.. tebnn %...%...

200 «} B

100 A

Total dry weight (mg)
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or non-saline), populations were also associated with
different vegetation types (Table 1). The range of
distribution of populations in our collection occurs
between annual rainfall isohyets of 800-1200 mm.

Growth variability in response to salinity in
E. scabrifolius populations of different origin
(trial 1)

Lines from saline habitats had higher average TDW
than those from non-saline environments under salt
stress (Figure 2a). Salt stress decreased the dry weight
of shoots and roots in most of the lines, but effects were
significantly lower in those lines from saline habitats
(P = 0002, 0:0026 and 0-0033 for shoot, root and total
RDW respectively) (Figures 2b and 3).

Leaf number was similar in plants from both popu-
lations in the absence of stress (Table 3). However, it

Relative dry weight
3

THIH T

1 [1]]

12345678 9101112131415161718192021 2223242526 272829 3031 3233343536 37383940
Lines

Figure 2 (a) Total dry weight of plants in lines from different habitats under salt stress (means and standard deviations). (b) Relative
dry weight (% of control). LSD, least significant difference at P < 0-05 (Tukey’s test). Dotted lines indicate populations means.
Dark columns: lines from saline habitats, light columns: lines from non-saline habitats.

Table 3 Leaf number (LN), percentage of plants with one or more tillers (%TN) and leaf length (cm) of leaves 3, 4 and 5 (LL3, LL4
and LL5) of Elymus scabrifolius lines coming from different habitats under control (C) and saline conditions (S), 60 d after treatment

initiation.

LN % TN LL3 LL4 LL5
Origin C S C S C S C S C S
Saline 5-9a 4-1b 70-1 40-1 21-1a 20-5a 23-8a 24-3a 20-0a 15-3a
Non-saline 5-5a 2-8a 303 9:6 26°6b 23-2b 27-8b 24-8a 263b 14-2a

Different letters indicate significant differences between origins at P < 0-:05 (Tukey’s Test).
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was higher in genotypes originating from saline habitats
under saline conditions. Tillers per plant were higher in
lines from the latter population, and the effect of
salinity depressed it less than in lines from non-saline
origin. Leaf length of leaves 3, 4 and 5 was greater in
lines from non-saline habitats.

Principal component analysis for growth data
obtained under non-stress conditions showed that
79% of the total variability could be explained by three
main components (PC) (Figure 4a). LN, SDW and RDW
had the highest influence in PC1. These traits could not
distinguish lines from saline and non-saline habitats.
SDW was correlated with RDW (r = 0-9; P < 0-01), LN
(r=051;, P<001l), TN (r=0-39; P=0-013) and LL5
(r=042, P<001). LL3 and LL4 were characters with
higher weights in PC2, and the highest LL3 and LL4
values were recorded in lines from non-saline habitats.

In the control, SDW was correlated with RDW (r = 0-9;
P<001), LN (r=051, P<001), TN (r=039;
P =0013) and LL5 (r = 042, P < 0-01).

Under salt stress, the three main principal compo-
nents accounted for 82% of the total variation. SDW,
RDW, LN and TN were the variables with the highest
load in PC1 and the highest values for these traits were
observed in lines from saline habitats (Figure 4b). LL3
and LL4 explain variability in PC2. PC3 discriminates
lines based on LL5 but none of these traits discriminated
lines by origin. In saline conditions, SDW was corre-
lated with RDW (r=085; P<001), LN (r=072;
P<001), TN (r=067; P<001) and LL5 (r = 042,
P <001).

As can be seen in Table 4, the estimated CGD and VI
were >0-4 and 1 for TDW and LN60, respectively, in
lines from saline and non-saline habitat. TN was

100 1 b 100 1 b 100~ b
90 90+ 90
—~ 80 a S 804 a = 80 I
£ 70 { < 70+ = 70
Z 60 2 60 = 604
a i i () |
3 50 & 50 D 50
40 5 401 X 40+
) i i ] J
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o 204 v 204 = 204
10 - 10+ 104
0 T ) 0 T | 0 T )
Non-saline  Saline habitat Non-saline  Saline habitat Non-saline  Saline habitat
habitat habitat habitat
Line origin

Figure 3 Dry weight (as percentage of dry weight under non-saline conditions, ReDW) of Elymus scabrifolius lines coming from

different habitats (columns are means and standard deviations). Means with different letters are different at P < 0-05 (Tukey's Test).
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Figure 4 Biplots of principal component analysis. (a) Biplot of two principal components from control plants and (b) biplot of two
principal components of plants from saline treatment. Data in both figures obtained at 60 d after treatment initiation. Points
represent lines (empty circles, lines from non-saline habitat; full circles, lines from saline habitat). Vectors represent variables (LL3, LL4
and LL5 leaf length; LN, leaf number; TN tiller number; RDW, root dry weight; SDW, shoot dry weight). Cophenetic correlation
coefficient (CCC): 0-945 and 0:968 for control and saline treatments respectively.
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Table 4 Coefficient of genotypic determination (CGD),
coefficient of genotypic variation (CGV) and variation index
(V1) in lines from different habitat under salt stress for total dry
weight (TDW), leaf number (LN) and tiller number (TN) at
60 d after treatment initiation.

Saline habitat

Trait
Parameter TDW LN TN
CGD 049 (0-06*) 045 (0-11) 0-43 (0-08)
CGV 329 25-8 727
VI 26 27 27

Non-saline habitat

Trait
Parameter TDW LN60 TN60'
CGD 0-46 (0-06) 0-49 (0-09) -
CGV 365 277 -
VI 2:8 2:5 -

*Standard errors estimated according to Nyquist (1991).
TIN60 was not analysed (see text).

analysed only in lines from saline habitat because TN60
in lines from non-saline habitat were 0 in several lines,
and <0-2 in other lines. In lines from saline habitat CGV
was much higher in TN than in LN and TDW.

lon content and osmotic adjustment (trial 2)

Growth results obtained in trial 2 were consistent with
those of trial 1 (Table 5). TDW in lines 1 and 14 was
higher than in line 19, and in line 21 it was higher than
in line 33. High TDW in lines 1 and 14 was related to
tiller presence. RDW at 40 d was higher in lines from
the saline environment, but at 60 d differences were

Salt tolerance of populations of Elymus scabrifolius

evident only between lines 1 and 14 compared with the
rest.

Under salt stress, the Na* concentration of sheaths
and blades was lower in lines from saline habitats
(Table 6). In leaf 3 of lines 14 and 19, Na* concentra-
tions in sheaths were much higher than in blades. Total
Na content in leaves 3 and 4 is shown in Figure 5. It can
be seen that sheaths did not buffer Na accumulation in
blades, it built up even before blades were developed,
especially in lines 21 and 33 from non-saline habitats.
K* concentration in leaves was similar in plants from
the five lines, and it was decreased by salinity in leaves
3 and 4 (Figure 6).

The relative water content (RWC) in the expansion
zone of leaf blades 3 and 4 was above 88% in the salt-
treated plants, and it was lowest in line 21 from a non-
saline habitat (Table 7). Blade elongation rate under
saline conditions was similar in all lines, although in
general, the decrease in relation to controls was more
marked in lines from non-saline habitats (21 and 33).
Osmotic adjustment in the blade expansion zone was
observed in all five lines in both leaf 3 and 4; however,
there was no consistent association between the mag-
nitude of the osmotic adjustment and either growth
maintenance or line origin.

Discussion

Elymus scabrifolius is a perennial Triticeae species,
endemic to South America where it is valued as forage,
especially in salt-affected areas. Elymus species have
been used as sources of salt tolerance in wheat (McGuire
and Dvorak, 1981; Franke ef al., 1992; Choukr-Allah
et al., 1996; Rogers et al., 2005), as these species are
interfertile. The potential salt-tolerance variability with-
in native Argentine E. scabrifolius genotypes had not
been evaluated before, and this paper reports the first
extensive collection of E. scabrifolius germplasm made in
Argentina. Our plant collection expeditions showed that

Table 5 Growth parameters in different Elymus scabrifolius lines at 40 and 60 d under salt stress in Experiment 2.

SDW (mg) RDW (mg) TDW (mg) RelDW (%) TN
Line and origin 40d 60 d 40d 60 d 40d 60 d 40d 60d 40d 60 d
1 (Saline high TDW*) 90-6¢ 341-2d 24-3b 70-0c 114-9¢ 411-2d 872 849 (1007\) 1-1a 1-54a
14 (Saline high TDW) 101-5¢ 259:9¢ 257b 92-3d  127-2¢ 352-2¢ 812 852 (855) 0-5b 1-05b
19 (Saline low TDW) 639b 103-0b 29-1b 54-4b 93-0b 157-4b 868 54:6 (56°1) 0 0
21 (NSal high TDW) 56-4ab  128:'1b 19-6a 68-0b 76:1lab  196'1b 655 452 (659) 0 0
33 (NSal low TDW) 382a 27-0a 7-99a 8la  462a 35la 455 57 (452) 0 0

Shoot dry weight (SDW), root dry weight (RDW), total dry weight (TDW), relative dry weight (RelDW) and tiller number (TN).
Means with different letters are different at the 5% level according to Tukey’s Test (Saline: saline origin; NSal: non-saline origin).

*Total dry weight in Experiment 1.
*In parenthesis, relative dry weight at 60 d in Experiment 1.
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Table 6 Total fresh weight (TFW), Na concentration and Na /K ratio in sheaths and blades of leaves 3, 4 and 5 and tillers in Elymus

scabrifolius lines. lons were measured after 40 d under salt stress.

TFW (mg) Na (mmol kgfw ™) Na/K
Line and origin Sheath 3 Blade 3 Sheath 3 Blade 3 Sheath 3 Blade 3
1 (Saline high TDWT) 40-2b 27:3b 7-6a 17-6a 0-14a 0-35a
14 (Saline high TDW) 52bc 30-5b 38-4b 14-6a 0-64b 0-22a
19 (Saline low TDW) 39b 21-3ab 53-4c 13-8a 0-78b 0-2a
21 (NSal high TDW) 49-8bc 254b 89-2d 75-6b 1-18¢ 1-05b
33 (NSal low TDW) 30-2a 17-2a 92d 85-8b 1-:22¢ 1-42b
Sheath 4 Blade 4 Sheath 4 Blade 4 Sheath 4 Blade 4
1 (Saline high TDW) 56-1a 142-4b 5-7a 14-6a 0-08a 0-16a
14 (Saline high TDW) 63-1a 166:2b 9-2b 12-4a O-1la 0-17a
19 (Saline high TDW) 60-2a 128-4ab 19-4¢ 17a 0-31b 0-21la
21 (NSal high TDW) —# 154-4b - 39-8b - 0-54b
33 (NSal low TDW) - 95-5a - 79-2¢ - 0-94c¢
Sheath 5 Blade 5 Sheath 5 Blade 5 Sheath 5 Blade 5
1 (Saline high TDWT) - 96:6b - 115 - 011
14 (Saline high TDW) - 132:8¢ - 156 - 0-15
19 (Saline low TDW) - 63-2a - 9-05 - 0-08
21 (NSal high TDW) - - - - - -
33 (NSal low TDW) - - - - - —
Tiller
1 (Saline high TDW') 94-5b 7:3a 0-07a
14 (Saline high TDW) 63-6a 6-6a 0-06a

19 (Saline low TDW)
21 (NSal high TDW)

§

Means with different letters are different at P < 0-05 (Tukey’s test) Saline: saline origin, NSal: non-saline origin.

TDW (total dry weight in Experiment 1).

*Empty cells indicate that leaf sheath /blade had not emerged at 40 d.

STiller was not present at 40 d.

Na content
(umoles/plant part)
O =2 N WA OO N ©

() mBlade (b)
Sheath
]
1 14 19 21 33 1 14 19
Lines Lines

21 33

Figure 5 Na content in leaves 3 (a) and 4 (b) measured 40 d after stress initiation in lines from saline (1, 14 and 19) and non-saline
habitats (21 and 33): *Leaf sheath had not emerged.

the occurrence of this species is widespread and there-
fore it may not be in danger of extinction, as had been
suggested previously by Andrés (1986). Nevertheless, in

overgrazed lands, populations comprised a few individ-
uals, and this species does not occur naturally in
agricultural lands. E. scabrifolius is a forage that is highly

© 2011 Blackwell Publishing Ltd. Grass and Forage Science
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Figure 6 K concentration in leaves and tillers of Elymus scabrifolius grown under control (white bars) or saline (dark bars)
conditions, measured 40 d after stress initiation. (a) leaf 3; (b) leaf 4; (c) leaf 5; (d) tiller. Means with different letters are different at
P < 0-05, Tukey's test.

Table 7 Osmotic adjustment (OA), relative water content (RWC), blade elongation rate (BER) and relative blade elongation rate
(RBER) as percentage of BER under control conditions in blades of leaves 3 and 4 of different Elymus scabrifolius lines under salt

conditions. Variables measured at 40 DASI.

Blade 3
Line OA (MPa) RWC BER (cm d ) RBER (%)
1 (Saline habitat, high TDW*) 0-36a 92-2b 0-50a 739
14 (Saline habitat, high TDW) 0-39a 91-7ab 0-56a 711
19 (Saline habitat, low TDW) 1-04c 89-6ab 0-46a 666
21 (Non-saline habitat, high TDW) 2:10c 887a 0-52a 610
33 (Non-saline habitat, low TDW) 0-69ab 90-7ab 0-44a 562

Blade 4
1 (Saline habitat, high TDW) 0-15a 92-8b 0-63a 782
14 (Saline habitat, high TDW) 0-15a 93-1b 0-73a 736
19 (Saline habitat, low TDW) 0-74b 90-6ab 0-64a 621
21 (Non-saline habitat, high TDW) 0-79b 89-4a 0-69a 560
33 (Non-saline habitat, low TDW) 0-66b 90-7ab 0-57a 51-0

*TDW (Total dry weight in Experiment 1).

acceptable to grazing livestock, and our observations
would indicate that poor grazing management, defores-
tation and expansion of agricultural lands will lead to a
loss of diversity of E. scabrifolius in Argentinean grass-
lands.

Rehabilitation of saline environments in Argentina
through the use of C3 forage species such as Thinophy-
ron ponticum enabled the productive potential of these
lands to be reclassified after a few years (Priano and
Orellana, 1964; Sauberan and Molina, 1964; Molina,
1969). Unfortunately, these studies have been discon-
tinued. It is conceivable that the introduction of
E. scabrifolius would also allow for the productive
rehabilitation of salt-affected soils. High biomass accu-
mulation at early development stages is a key aspect for
the establishment of perennial forage species (Sander-
son et al., 1997). We observed that lines coming from
saline habitats had higher biomass accumulation, and

© 2011 Blackwell Publishing Ltd. Grass and Forage Science

they showed less reduction under salt stress than lines
from non-saline habitats, indicating salt-tolerance traits
in lines coming from saline habitats.

Multivariate analyses have evolved as powerful tools
to examine phenotypic variations and interactions of
growth parameters with the environment in large data
sets (Godshalk and Timothy, 1988; Mohammadi and
Prasanna, 2003) and have also been applied in breeding
programmes for salinity tolerance (Jaradat et al., 2004;
Zeng, 2005). A PCA based on growth data distinguished
lines from saline and non-saline habitats only under salt
conditions. Moderate CGD values for DW, TN and
LN were found in lines from both non-saline and
saline origins. This calculated broad-sense heritability
includes all genetic factors that influence phenotypic
expression (not only additives) and therefore it is not a
precise indicator of gains for selection. Nevertheless,
together with high values obtained in CGV and VI
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(scale-independent genetic parameters), it suggests that
biomass accumulation can be improved by selection
(Vencovsky and Barriga, 1992). Lines of saline origin
showed the highest biomass accumulation (i.e. highest
mean value), and it is probable that higher gains from
selection would be obtained if germplasm from saline
environments were to be used, similar to results that
have been reported for barley (Jaradat ef al, 2004).
Nevertheless, whether selection for salt tolerance
should be made under optimal or stressed conditions
is still an unresolved matter, and evidence for either
argument is inconclusive (Richards, 1983, 1992;
Ceccarelli ef al., 1998; Kirigwi et al., 2004).

A primary effect of salt stress is a reduction of leaf
growth, similar to the effect that occurs under water
stress (Munns and Tester, 2008). Additionally, in grass
species, tillering is reduced under salt stress and this is
an important component of biomass accumulation
(Wu, 1981; Maas et al., 1994). Biomass accumulation
in early vegetative stages was closely related to TN and
LN. Leaf growth and tillering capacity were more
affected in lines from non-saline origin than lines from
saline origin. On the other hand, lines from saline
provenances had shorter leaves and more tillers than
those from non-saline environments. It is possible that
lines from saline habitats may have some mechanism,
which results in decreased leat growth at the expense of
the appearance of new leaves and tillers. Coefficient of
genetic variation is a useful genetic parameter for
comparative assessment between different traits. Tiller
number (TN) had a higher CGV value than TDW and
LN. Therefore, tillering may be the most useful indirect
selection criterion for improving salt tolerance at the
early stages of development in E. scabrifolius. Differ-
ences in salt tolerance have been related to tillering
capacity in grass forage species such as Holcus lanatus,
Lolium perenne, Dactylis glomerata and Festuca rubra
(Ashraf et al., 1986) and in crop species such as rice
(Zeng et al., 2002), barley (Katerji et al, 2006) and
wheat (Husain ef al., 2003; Ruan et al., 2008).

Variability in growth parameters was the same for
lines from both origins. However, Ashraf (1994) found
that populations of F. rubra and Agrostis stolonifera from
non-saline environments had higher genetic variability
for salinity tolerance in comparison with populations
from saline habitats, because salinity is not a selection
factor in non-saline environments. According to Geber
and Griffen (2003), ‘heritability is inversely related to
the magnitude of environmental effects on functional
traits expression’. Salinity levels in this study induced
moderate stress. Genetic variation may be different at
higher stress levels as was found in maize under salt
stress (Rao and McNeilly, 1999) and lucerne (Medicago
sativa) and wheatgrass hybrid [Elytrigia repens (L) Nevski
X E.spicata (Pursh) D.R. Dewey] under drought stress

(Rumbaugh et al., 1984). Thus, it cannot be ruled out
that variability expression may have been different
under higher salinity.

The association between E. scabrifolius salt tolerance
and some physiological responses usually associated
with this trait in other Triticeae was assessed next. Plant
breeders usually focus in Na* exclusion and osmotic
adjustment as strong physiological traits in breeding
programmes (Munns and Tester, 2008). Sensitive lines
of E. scabrifolius accumulated high Na™ levels in leaves
and had a stronger reduction in biomass when com-
pared to the salt-tolerant lines, as has been seen in
durum wheat (trait transferred from T. monococcum)
(Munns et al., 2000), Lophopyrum elongatum (Shannon,
1978), rice (Yeo and Flowers, 1982), bread wheat
(Gorham et al., 1987) and Pennisetum glaucum (Krish-
namurthy ef al., 2007). Shoot sodium level is one of the
most useful traits in breeding for salinity tolerance in
some cereals (Colmer et al, 2005; Munns and Tester,
2008), and it has been strengthened by the identifica-
tion of major genes for Na* exclusion as in durum
wheat (Munns et al., 2003), L. elongatum (Deal et al.,
1999), rice (Gregorio et al., 2002; Lin et al., 2004) and
bread wheat (Dubcovsky et al, 1996). These genes
codify for Na* and Na* /K" transporters in durum wheat
(Huang et al., 2006), rice (Ren et al., 2005) and bread
wheat (Byrt et al., 2007). Although Na* exclusion may
be energetically expensive, we identified Na-excluding
genotypes with different biomass accumulation. This
means that both traits could be inherited indepen-
dently, and selection for higher biomass could be
possible within genotypes that exclude Na®.

In growing tissues, cell growth is controlled by
osmolyte-driven water uptake and the rheological
properties of the cell walls (as reviewed by Fricke,
2002). Organic solutes (Munns et al., 1982; Hu et al.,
2000; De Luca et al, 2001) accumulated in the leaf
elongation zone under saline conditions contribute to
osmotic adjustment. Nevertheless, osmotic adjustment
in the elongation zone of leaf blades did not correlate
with the maintenance of elongation rates under salinity
in the genotypes included in this study. It seems that
sustained growth under saline conditions in the geno-
types evaluated in this study was associated with other
causes, such as ion exclusion or cell wall characteristics
(Munns, 1988).

The maintenance of K* homeostasis also contributes
to salt tolerance (Taleisnik and Grunberg, 1994; Shabala
and Cuin, 2008). High K" uptake was associated with
salinity tolerance in L. elongatum (Shannon, 1978) and
bread wheat (Ashraf and Khanum, 1997). However, in
this study, K* concentration in old leaves (i.e. leaves 3
and 4) was decreased by saline stress in all lines
analysed, independently of their salt tolerance or Na*
accumulation, so this trait may not be useful for

© 2011 Blackwell Publishing Ltd. Grass and Forage Science



distinguishing among lines with different salt susc-
eptibility.

Our results showed that E. scabrifolius exhibits genetic
variability for salt tolerance at the early development
stages. Lophopyrum and Thinopyrum species are the
primary source of salt tolerance in wheat-breeding
programmes (Colmer et al., 2005). These species have E
(J9) y J (B) genomes, whereas the genome in E. scab-
rifolius is SSHH (Wang et al., 1994). Mano and Takeda
(1997), Forster et al. (1990) and Garthwaite et al. (2003,
2005) analysed the salinity tolerance of several Hordeum
species and found that the H genome is a source of
genes for tolerance to salinity and waterlogging. Thus,
E. scabrifolius could become an alternative source of
salt-tolerant genes for wheat-breeding programmes,
and populations established in saline areas have higher
biomass and salt tolerance than those from non-saline
areas. Tillering may be the most useful indirect selection
criteria for improving salt tolerance at the early stages of
development in E. scabrifolius, and Na exclusion is an
additional physiological trait to be considered.

The salt-tolerant lines identified in this study were all
growing in saline-alkaline soils. It has been widely
documented that negative salinity effects on plants are
associated with the water-deficit resulting from the low
water potential in saline soils and salt-associated ion
imbalances (Munns and Tester, 2008). These imbal-
ances may be aggravated under alkaline conditions
(Marschner, 1995). Comparative studies performed in
Suaeda glauca (Yang et al., 2008) and Hordeum vulgare
(Yang et al., 2009) involving saline and saline-alkaline
conditions indicate the latter cause greater growth
reductions. While our work does not allow for a
distinction between salt and alkaline-salt tolerance, as
the E. scabrifolius populations were adapted to grow in
saline—-alkaline soils where they were collected, they
can, therefore, be also considered as potential sources of
tolerance to saline-alkaline conditions.

Acknowledgments

Financial support for this research was provided by
Universidad Nacional del Litoral and Agencia Nacional
de Promocién Cientifica y Tecnoldgica (PICTO 35727).

References

ANDRES A.N. (1986) Variabilidad genética en poblaciones
naturales de Agropyron scabrifolium (Doell) Parodi. [Genetic
variation in native populations of agropyron scabrifolium
(Doell) Parodi]. MSc, INTA- Universidad Nacional de
Rosario.

ARONSsON J. (1985) Economic halophytes — a global review.
In: Wickens G., Gooding J. and Field D. (eds) Plants for arid
lands, pp. 177-188. London: Allen and Unwin.

© 2011 Blackwell Publishing Ltd. Grass and Forage Science

Salt tolerance of populations of Elymus scabrifolius

ASHRAF M. (1994) Breeding for salinity tolerance in plants.
Critical Reviews in Plant Sciences, 13, 17-42.

AsHRAF M. and KHANUM A. (1997) Relationship between
ion accumulation and growth in two spring wheat lines
differing in salt tolerance at different growth stages.
Journal of Agronomy and Crop Science, 178, 39-51.

ASHRAF M., McNEILLY T. and BRADSHAW A.D. (1986)
The response of selected salt-tolerant and normal lines of
four grass species to NaCl in sand culture. New Phytologist,
104, 453-461.

BROWN A., MARTINEZ OrTIZ U., ACERBI M. and CoRrc-
HERA J. (2005) La situacion ambiental Argentina, 2005
[State of the environment in Argentina, 2005]. Fundacion
Vida Silvestre Argentina, Buenos Aires, Argentina.

Byrt C.S., PLATTEN J.D., SPIELMEYER W., JAMEs R.A,,
LAaGcuDpAH E.S., DENNIs E.S., TESTER M. and MUNNS R.
(2007) HKT1;5-like cation transporters linked to Na*
exclusion loci in wheat, NAX2 and KNAL1. Plant
Physiology, 143, 1918-1928.

CECCARELLI S., GRANDO S. and IMPIGLIA A. (1998)
Choice of selection strategy in breeding barley for stress
environments. Euphytica, 103, 307-318.

CHOUKR-ALLAH R., MaLcoLM C.V.and HAMDY A. (1996)
Halophytes and biosaline agriculture. New York: M. Dekker.

Cock W., TEIXEIRA DO AMARAL JUNIOR A., BRESSAN-
SMITH R. and MONNERAT P. (2002) Biometrical analysis
of phosphorus use efficiency in lettuce cultivars adapted
to high temperatures. Euphytica, 126, 299-308.

CoLMER T.D., MunNs R. and FLowErs T.J. (2005)
Improving salt tolerance of wheat and barley: future
prospects. Australian Journal of Experimental Agriculture,
45, 1425-1443.

Covas G. (1978) Forrajeras indigenas: especies que
requieren un plan de conservaciéon de germoplasma.
[Native forages: species urging a germplasm conservation
programme]. Ciencia e Investigacion, 34, 209-213.

DE Luca M., GARciA SEFFINO L., GRUNBERG K.,
SALGADO M., CORDOBA A., Luna C., ORTEGA L.,
RODRIGUEZ A., CASTAGNARO A. and TALEISNIK E.
(2001) Physiological causes for decreased productivity
under high salinity in Boma, a tetraploid Chloris gayana
cultivar. Australian Journal of Agricultural Research, 52,
903-910.

DeAaL K.R., GoyAaL S. and Dvorak J. (1999) Arm location
of Lophopyrum elongatum genes affecting K*/Na*
selectivity under salt stress. Fuphytica, 108, 193-198.

DEwEY D.R. (1962) Breeding crested wheatgrass for salt
tolerance. Crop Science, 2, 403-407.

DuBcoOVsKY J.,, MARIA G.S., EpsTEIN E., Luo M.C. and
DvoRrAK J. (1996) Mapping of the K*/Na*
discrimination locus KNA1 in wheat. Theoretical and
Applied Genetics, 92, 448-454.

FLowEgRrs T.J. and CoLMER T.D. (2008) Salinity tolerance
in halophytes. New Phytologist, 179, 945-963.

FLowEgRrs T.J. and FLOWERS S.A. (2005) Why does salinity
pose such a difficult problem for plant breeders?
Agricultural Water Management, 78, 15-24.

FLowEeRs T.J., HAJIBAGHERI M.A. and CLipsoN N.J.W.
(1986) Halophytes. The Quarterly Review of Biology, 61,
313.



J. M. Zabala et al.

FORSTER B.P., PHiLLIPs M.S., MiLLER T.E., BAIRD E. and
PowEeLL W. (1990) Chromosome location of genes
controlling tolerance to salt (NaCl) and vigour in
Hordeum vulgare and H. chilense. Heredity, 65, 99-107.

FRANKE R., NEsTROWICS R., SENULA A. and STAAT B.
(1992) Intergeneric hybrids between Triticum aestivum L.
and wild triticeae. Hereditas, 116, 225-231.

FrickE W. (2002) Biophysical limitation of cell elongation
in cereal leaves. Annals of Botany, 90, 157-167.

GARTHWAITE A.J.,, BoTHMER R.v. and CoLMER T.D.
(2003) Diversity in root aeration traits associated with
waterlogging tolerance in the genus Hordeum. Functional
Plant Biology, 30, 875-889.

GARTHWAITE A.J.,, voN BoTHMER R. and CoLMER T.D.
(2005) Salt tolerance in wild Hordeum species is
associated with restricted entry of Na+ and CI- into
the shoots. Journal of Experimental Botany, 56, 2365—
2378.

GEBER M.A. and GRIFFEN L.R. (2003) Inheritance and
natural selection on functional traits. International Journal
of Plant Sciences, 164, S21-S42.

GopsHALK E.B. and TimoTHY D.H. (1988) Factor and
principal component analyses as alternatives to index
selection. Theoretical and Applied Genetics, 73, 352-360.

GORHAM J., HARDY C., WyN JoNEs R.G., Joprpa L.R. and
Law C.N. (1987) Chromosomal location of a K/Na
discrimination character in the D genome of wheat.
Theoretical and Applied Genetics, 74, 584-588.

GREGORIO G.B., SENADHIRA D., MENDOZA R.D.,
ManNiGBAs N.L, Roxas J.P. and GUErRTA C.Q. (2002)
Progress in breeding for salinity tolerance and associated
abiotic stresses in rice. Field Crops Research, 76, 91-101.

HaTttON T.J., RUPRECHT J. and GEORGE R.J. (2003)
Preclearing hydrology of the western Australia
wheatbelt: target for the future. Plant and Soil, 257, 341—
356.

HoacGLAND D.R. and ARNON D.I. (1938) The water-culture
method for growing plants without soil. Berkeley, CA:
University of California, College of Agriculture, Agricul-
tural Experiment Station.

HorsT G.L. and DUNNING N.B. (1989) Germination and
seedling growth of perennial ryegrass in soluble salts.
Journal of the American Society for Horticultural Science, 114,
338-342.

Hu Y., ScaNYDER H. and SCHMIDHALTER U. (2000)
Carbohydrate deposition and partitioning in elongating
leaves of wheat under saline soil conditions. Australian
Journal of Plant Physiology, 27, 363-370.

HuAaNG S., SPIELMEYER W., LAGUDAH E.S., JAMES R.A.,
PLATTEN J.D., DENNIS E.S. and MuNNs R. (2006) A
sodium transporter (HKT7) is a candidate for Nax1, a
gene for salt tolerance in durum wheat. Plant Physiology,
142, 1718-1727.

HunzikeR J.H. (1998) Elymus hitchcocki 'y E. scabrifolius
(poaceae), dos especies sudamericanas poco afines que
han sido consideradas coespecificas [Elymus hitchcocki y
E. scabrifolius (poaceae), no related species considered
coespecific]. Darwiniana, 35, 167-168.

HusaIN S., MunNs R. and ConpoN A.G. (2003) Effect of
sodium exclusion trait on chlorophyll retention and

growth of durum wheat in saline soil. Australian Journal
of Agricultural Research, 54, 589-597.

INTA (2010) Intituto Nacional de Tecnologia Agropecuaria,
Estacion Experimental Pergamino. Available at: http://
www.inta.gov.ar/pergamino/investiga/grupos/
bcogermoplasma/banco.htm (accessed 11 October 2010).

JARADAT A.A., SHAHID M. and AL-MASKRI A. (2004)
Genetic diversity in the batini barley landrace from
Oman: II. Response to salinity stress. Crop Science, 44,
997-1007.

JoHN M., PANNELL D. and KINGWELL R. (2005) Climate
change and the economics of farm management in the
face of land degradation: dryland salinity in western
Australia. Canadian Journal of Agricultural Economics, 53,
443-459.

KATERJI N., VAN HOORN J.W., HAMDY A., MASTRORILLI
M., FARES C., CECCARELLI S., GRANDO S. and OweEis T.
(2006) Classification and salt tolerance analysis of
barley varieties. Agricultural Water Management, 85, 184—
192.

Kirigwi F.M., VAN GINKEL M., TRETHOWAN R., SEARS
R.G., RaJARAM S. and PAULSEN G.M. (2004) Evaluation
of selection strategies for wheat adaptation across water
regimes. Euphytica, 135, 361-371.

KRISHNAMURTHY L., SERRAJ R., Ra1 K., Hasu C. and
DAKHEEL A. (2007) Identification of pearl millet
[Pennisetum glaucum (L.) R. Br.] lines tolerant to soil
salinity. Euphytica, 158, 179-188.

Lavapo R.L. (1977) Tolerancia a sales en Agropyron
scabrifolium [Salt tolerance in Agropyron scabrifolium].
IDIA, 35, 371-372.

LiN H.X., ZHU M.Z.,, YANO M., GAao J.P., LIANG Z.W., Su
W.A., Hu X.H., REN Z.H. and CHAO D.Y. (2004) Qtls for
Na* and K* uptake of the shoots and roots controlling
rice salt tolerance. Theoretical and Applied Genetics, 108,
253-260.

Lucero J.C. (1970) Germinacion de cuatro gramineas
forrajeras bajo distintas condiciones de salinidad
[Germination of four forage grasses under different salt
concentrations]. IDIA, 273, 60-64.

Maas E.V. (1993) Testing crops for salinity tolerance. In:
Maranville J.W., Baligar B.V., Duncan P.R. and Yohe
J.M. (eds) Proceeding of workshop on adaptation of plant
to soil stresses, pp. 234-247. Lincoln, NE: Univ of
Nebraska.

Maas E.V.,, LEscH S.M., FrRancoi1s L.E. and GrRIEVE C.M.
(1994) Tiller development in salt-stressed wheat. Crop
Science, 34, 1594-1603.

Mano Y. and TAKEDA K. (1997) Mapping quantitative trait
loci for salt tolerance at germination and the seedling
stage in barley (Hordeum vulgare L.). Euphytica, 94, 263—
272.

MaRrcAR N. (1987) Salt tolerance in the genus Lolium
(ryegrass) during germination and growth. Australian
Journal of Agricultural Research, 38, 297-307.

MARSCHNER H. (1995) Adaptation of plant to adverse
chemical soil conditions (ed.) Mineral nutrition of higher
plants, pp. 596-680. London: Academic Press.

McGuIRE P.E. and Dvorak J. (1981) High salt-tolerance
potential in wheatgrasses. Crop Science, 21, 702-705.

© 2011 Blackwell Publishing Ltd. Grass and Forage Science



MoHAMMADI S.A. and PRASANNA B.M. (2003) Analysis of
genetic diversity in crop plants-salient statistical tools and
considerations. Crop Science, 43, 1235-1248.

MorLiNa J.S. (1969) La recuperacion de suelos sodicos por
métodos bioldgicos [Rehabilitation of sodic soils by
biological methods]. In: AACS (ed.) Actas 5a Reunion
Argentina de la Ciencia del Suelo, pp. 18-30.

MunNs R. (1988) Why measure osmotic adjustment?
Functional Plant Biology, 15, 717-726.

MunnNs R. and TESTER M. (2008) Mechanisms of salinity
tolerance. Annual Review of Plant Biology, 59, 651-681.
MUNNS R., GREENWAY H., DELANE R. and GiBBs J. (1982)

Ion concentration and carbohydrate status of the
elongating leaf tissue of Hordeum vulgare growing at high
external NaCl: II. Cause of the growth reduction. Journal
of Experimental Botany, 33, 574-583.

MunnNs R., HARE R.A., JAMES R.A. and REBETZKE G.J.
(2000) Genetic variation for improving the salt tolerance
of durum wheat. Australian Journal of Agricultural
Research, 51, 69-74.

MuNNs R., REBETZKE G.J., HusAIN S., JAMES R.A. and
HARE R.A. (2003) Genetic control of sodium exclusion in
durum wheat. Australian Journal of Agricultural Research,
54, 627-635.

Munns R., JAMEs R.A. and LAucHLI A. (2006)
Approaches to increasing the salt tolerance of wheat and
other cereals. Journal of Experimental Botany, 57, 1025—
1043.

NATIONAL DRYLAND SALINITY PROGRAM (2001) Salt
tolerant pastures. Option for the productive use of salinity,
pp. 48-69. Land and Water Australia, Australian
Government.

Nicora E.G. (2006) Elymus. In: Molina A. and Ruagolo Z.
(eds) Flora Chaqueria: Gramineas, pp. 166—-168. Buenos
Aires: INTA.

Nyquist W.E. and BAKER R.J. (1991) Estimation of
heritability and prediction of selection response in plant
populations. Critical Reviews in Plant Sciences, 10, 235-322.

Paropr L.R. (1940) Estudio critico de las gramineas
austral-americanas del género Agropyron [Critical study
about austral-american grasses of the genus Agropyron].
Revista del Museo de la Plata, 3, 1-63.

PEAREN J.R., PAHL M.D.,, WOLYNETZ M.S. and HERMESH
R. (1997) Association of salt tolerance at seedling
emergence with adult plant performance in slender
wheatgrass. Canadian Journal of Plant Science, 77, 81-89.

PriaNo L.J. and ORELLANA J.A. (1964) Suelos. Promocion
econdmico social del norte santafesino [Soils. Economic
and social development of north of Santa Fe]. Estudios
Técnicos (MAG, Santa Fe), 72, 173-245.

Priano L.J. and PiLaTTI M.A. (1989) Tolerancia a
salinidad en forrajeras cultivadas [Salt tolerance in
cultivated forage]. Ciencia del Suelo, 7, 113-116.

Ranmuno J.N. (1980) Forrajeras cultivadas para suelos
salinos y /o alcalinos [Cultivated forage species in saline
and /or alcaline soils]. Hoja informativa, Estacion
Experimental Agropecuaria Marcos Juarez (INTA), 64, 1-5.

Rao S. and McNEe1LLy T. (1999) Genetic basis of variation
for salt tolerance in maize (Zea mays L). Euphytica, 108,
145-150.

© 2011 Blackwell Publishing Ltd. Grass and Forage Science

Salt tolerance of populations of Elymus scabrifolius

REN Z.H., Gao J.P., L1 L.G., Car X.L., HuaANG W., CHAO
D.Y., Zuu M.Z., WANG Z.Y., LuaN S. and Lix H.X. (2005)
A rice quantitative trait locus for salt tolerance encodes a
sodium transporter. Nature Genetics, 37, 1141-1146.

RENGASAMY P. (2006) World salinization with emphasis
on Australia. Journal of Experimental Botany, 57, 1017—
1023.

RENGASAMY P., CHITTLEBOROUGH D. and HELYAR K.
(2003) Root-zone constraints and plant-based solutions
for dryland salinity. Plant and Soil, 257, 249-260.

RicHARDS R.A. (1983) Should selection for yield in saline
regions be made on saline or non-saline soils? Euphytica,
32, 431-438.

RicHARDS R.A. (1992) Increasing salinity tolerance of
grain crops: is it worthwhile? Plant and Soil, 146, 89-98.

RoGERs M.E., CRAIG A.D., MuNNs R.E., COLMER T.D.,
Nicaors P.G.H., MaLcoLm C.V., BARRETT-LENNARD
E.G.,, BRowN A.J.,, SEMPLE W.S., EvANSs P.M., COWLEY
K., HuGHES S.J.,, SNOWBALL R., BENNETT S.J., SWEENEY
G.C., DEAR B.S. and EwiNnG M.A. (2005) The potential
for developing fodder plants for the salt-atfected areas of
southern and eastern Australia: an overview. Australian
Journal of Experimental Agriculture, 45, 301-329.

RuaN Y., Hu Y. and ScEMIDHALTER U. (2008) Insights on
the role of tillering in salt tolerance of spring wheat from
detillering. Environmental and Experimental Botany, 64, 33—
42.

RuMBAUGH M.D., Asay K.H. and JouNsoN D.A. (1984)
Influence of drought stress on genetic variances of alfalfa
and wheatgrass seedlings. Crop Science, 24, 297-303.

SANDERSON M.A., STAIR D.W. and Hussey M.A. (1997)
Physiological and morphological responses of perennial
forages to stress. Advances in Agronomy, 59, 171-224.

SAUBERAN C. and MoLINA J.S. (1964) Recuperacion de
terrenos salitrosos por métodos bioldgicos [Rehabilitation
of saline lands by biological methods]. Ciencia e
Investigacion, 12, 449-456.

SHABALA S. and Cuin T.A. (2008) Potassium transport and
plant salt tolerance. Physiologia Plantarum, 133, 651-669.

SHANNON M.C. (1978) Testing salt tolerance variability
among tall wheatgrass lines. Agronomy Journal, 70, 719—
722.

SHANNON M.C. (1997) Adaptation of plants to salinity.
Advances in Agronomy, 60, 75-120.

SHANNON M.C., GRIEVE C.M. and FrRAaNco1s L.E. (1994)
Whole-plant response to salinity. In: Wilkinson R.E. (ed)
Plant—environment interactions, pp. 199-244. New York:
Marcel Dekker.

TaLEISNIK E. and GRUNBERG K. (1994) Ion balance in
tomato cultivars differing in salt tolerance. I. Sodium and
potassium accumulation and fluxes under moderate
salinity. Physiologia Plantarum, 92, 528-534.

TALEISNIK E., PEYRANO G. and Ar1as C. (1997) Response
of Chloris gayana cultivars to salinity. 1. Germination and
early vegetative growth. Tropical Grasslands, 31, 232-240.

TALEISNIK E., GRUNBERG K. and SANTA MARIA G. (2008)
La salinizacion de suelos en la argentina: Su impacto en la
produccion agropecuaria. [Soil salinization in Argentina:
Impact on crop and livestock production]. Editorial
Universitaria de Cérdoba.



J. M. Zabala et al.

TESTER M. and DAVENPORT R. (2003) Na* tolerance and
Na™ transport in higher plants. Annals of Botany, 91, 503—
527.

TurNER N. (1981) Techniques and experimental
approaches for the measurement of plant water status.
Plant and Soil, 58, 339-366.

Varcas Lopez E. (1982) El agropiro criollo en la region
semidrida pampeana. [The native wheat grass in the
semiarid pampas]. Informe de Tecnologia Agropecuaria
para la region semidrida pampeana, EEA Anguil (INTA),
78, 1-3.

VENABLES A.V. and WILKINs D.A. (1978) Salt tolerance in
pasture grasses. New Phytologist, 80, 613—622.

VENcovsky R. and BARRIGA P. (1992) Genética biométrica
no fitomelhoramento [Biometric in Plant Breeding]. Sao Pablo:
Ribeirao Preto.

WAaNG R.C., BOTMER R.V.,, DVORAK J., FEDAK G., LINDE-
LAURSEN L. and MURAMATSU M. (1994) Genome
symbols in the Triticeae (Poaceae). In: Wang R.C., Jensen
K. and Jaussi C. (eds) Proceedings of 2nd Intern. Triticeae
Symp., pp. 29-34. Logan, Utah, USA.

Wu L. (1981) The potential for evolution of salinity
tolerance in Agrostis stolonifera L. and Agrostis tenuis Sibth.
New Phytologist, 89, 471-486.

YamacgucHI T. and BLumwALD E. (2005) Developing salt-
tolerant crop plants: challenges and opportunities. Trends
in Plant Science, 10, 615-620.

Yang C., SH1 D. and WaNG D. (2008) Comparative effects
of salt and alkali stresses on growth, osmotic adjustment

and ionic balance of an alkali-resistant halophyte Suaeda
glauca (Bge.). Plant Growth Regulation, 56, 179-190.

YanG C., Xu H., WANG L., Liu J. and SH1 D. (2009)
Comparative effects of salt-stress and alkali-stress on
the growth, photosynthesis, solute accumulation,
and ion balance of barley plants. Photosynthetica, 47,
79-86.

YEo A.R. and FLowEgRrs T.J. (1982) Accumulation and
localisation of sodium ions within the shoots of rice
(Oryza sativa) varieties differing in salinity resistance.
Physiologia Plantarum, 56, 343—-348.

Yunusa LA. and NEwToN P.J. (2003) Plants for
amelioration of subsoil constraints and hydrological
control: the primer-plant concept. Plant and Soil, 257,
261-281.

ZABALA J.M., Tomas P.A., SCHRAUF G.E. and GIAVE-
DONI J.A. (2009) Seed dormancy in Elymus scabrifolius
(Doll) J.H. Hunz. Seed Science and Technology, 37, 241—
244.

ZENG L. (2005) Exploration of relationships between
physiological parameters and growth performance of rice
(Oyza sativa L) seedlings under salinity stress using
multivariate analysis. Plant and Soil, 268, 51-59.

ZENG L., SHANNON M.C. and GRIEVE C.M. (2002)
Evaluation of salt tolerance in rice genotypes by multiple
agronomic parameters. Euphytica, 127, 235-245.

ZHANG J., NGUYEN H. and BLum A. (1999) Genetic analysis
of osmotic adjustment in crop plants. Journal of
Experimental Botany, 50, 291-302.

© 2011 Blackwell Publishing Ltd. Grass and Forage Science



